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MGV-GENOME-0351521 3:6331(-)
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csx20_1_I1I_2 (CDS_0103)
101 105
98 100 [102| 104[106 107 108

gH

MGV-GENOME 0351558 67222:73435(+)

PhoH-like phosphate starvation-inducible (CDS_0126)
128 133 HNH endonuclease (CDS_0140)
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MGV-GENOME-0361395 71164:90577(+)

PhoH-like phosphate starvation-inducible (CDS_0123) exonuclease (CDS_0143)
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MGV-GENOME-0360148 71630:90297(+)
11 7 6 5 4 3 2 1

i

IMGVR_UViG_3300045988_139746|3300045988|Ga0495776_166957(69749-147716 199:6644(-)

7000 nt 1

DNA, RNA and nucleotide metabolism other unknown function Defence
N



