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CDS_0033
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TemPhD_cluster_32371 24743:30472(+)
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TemPhD_cluster_59522 32703:38981(+)
CDS_0047

TemPhD_cluster_59545 32703:38886(+)

Kil protein for bacterial septation inhibition (CDS_0029)
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TemPhD_cluster_27550 24322:29905(+)
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TemPhD_cluster_32548 24322:29805(+)
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TemPhD_cluster_40169 32703:38734(+)

anti-termination protein N-like (CDS_0051) transcriptional repressor (CDS_0054)
ParA-like partition protein (CDS_0053)
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TemPhD_cluster_46933 35783:44493(+)
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