Retron_VI__HTH (CDS_0020)
CDS_0016 CDS_0019

CDS_0011 CDS_0013 CDS 0015  CDS 0018

CDS'0010 CDS_0012 [ tail protein (CDS_0014) | |CDS_0017 | |

CDS_0021

MGV-GENOME-0288789 7147:21690(+)

CDS_0015 CDS_0016

SAMNO5827194_al_ct3123_vs1 7147:22128(+)
CDS_0015 CDS_0017

" |cps_0016]

SAMN11252269_al_ct8848_vs1 7146:23996(+)

holin (CDS_0022)
20
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IMGVR_UViG_3300045988_121231|3300045988|Ga0495776_163062 7147:27418(+)

CDS_0015
CDS_0009 tail protein (CDS_0014)|  CDS_0016

IMGVR_UViG_3300045988_146575|3300045988|Ga0495776_137963 6631:22606(+)
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uvig_410940 7145:29634(+)

holin (CDS_0023)
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IMGVR_UViG_3300045988_131990|3300045988|Ga0495776_028606 7145:28001(+)

holin (CDS_0023) holin (CDS_0030)
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MGV-GENOME-0318386 7146:31779(+)

Reverse transcriptase (CDS_0020)
holin (CDS_0024)
22
15 16 17 18 19 21]23| 25 26
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uvig 493106 7141:30586(+)

22
15 16 17 18 19 20 21T23h0|in(CDS_0024)

MGV-GENOME-0343517 7141:26781(+)
15 16 17 18 19 24

Rampelli_HCO_09_NODE_19_length_46270_cov_3.867532 7130:24724(+)
9000 nt 1

DNA, RNA and nucleotide metabolism lysis tail unknown function Defence
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