RT_III-AM_III-B_2 (CDS_0018) holin (CDS_0024) DNA methyltransferase (CDS_0029) DNA invertase (CDS_0038)

19 20 21 22 23T 25 26 27 28 30 3132 33 34 35 36 37
— —
MGV-GENOME-0227004 17982:31977(+)
23 27 28 29 30 31 323334
—— —
uvig_380733 18794:27269(+)
CDS_0026

Bl L PO/
MGV-GENOME-0177039 19043:23455(+)

CDS_0025

;

MGV-GENOME-0178698 17982:23699(+)
CDS 0027  CDS.0029

9

MGV-GENOME-0182481 19194:24281(+)
CDS_0025 CDS_0026

MGV-GENOME-0184293 17982:24554(+)

MutT/NUDIX hydrolase (CDS_0030)
Streptococcal lipoprotein rotamase A (VF1047) (CDS_0028) 29 31 32 33 34

SAMNO6164436_al ct111291 vs1 18653:27732(+)
CDS_0017 CDS_0019 CDS_0025

MGV-GENOME-0176347 15893:23353(+)

Streptococcal lipoprotein rotamase A (VF1047) (CDS_0028)
CDS_0029 CDS_0031
CDS.0024 CDS_0025 "CDS_003

MGV-GENOME-0192142 18920:26044(+)
CDS_0017 CDS_0022 CDS_0023

MGV-GENOME-0193017 15213:23441(+)
tRNA splicing ligase RtcB (CDS_0026) 27 28 29 30 31

MGV-GENOME-0224109 18384:26922(+)
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