
IMGVR_UViG_2902092504_000003|2902092504|2902092524|55275-90311 1:11548(+)

CDS_0001 CDS_0002 CDS_0003 CDS_0004 CDS_0005 CDS_0006 CDS_0007

uvig_317765 1:9742(+)

CDS_0002

uvig_292050 1:10956(+)

CDS_0002

IMGVR_UViG_2922113941_000002|2922113941|2922113949|73508-104347 1:9721(+)

Rst_2TM_1TM_TIR__Rst_1TM_TIR (CDS_0002)

IMGVR_UViG_2852304943_000005|2852304943|2852304948|1334053-1365784 1:10737(+)

Abi alpha-like abortive infection mechanism (CDS_0002) CDS_0003

IMGVR_UViG_2576861712_000001|2576861712|2576916091|46098-77684 1:10854(+)

exonuclease (CDS_0002)
CDS_0003

IMGVR_UViG_3300026383_000205|3300026383|Ga0256409_1000104|45916-77136 1:10713(+)

CDS_0002 CDS_0003

IMGVR_UViG_2602041584_000001|2602041584|2602055530|59655-89845 1:9532(+)

CDS_0002 CDS_0003

IMGVR_UViG_2713896794_000001|2713896794|2713908953|2099333-2132103 1:10995(+)

ShosTA__ShosT (CDS_0002) ShosTA__ShosA (CDS_0003)

IMGVR_UViG_3300031418_000061|3300031418|Ga0308166_1000914 1:11617(+)

PD-T7-2__PD-T7-2_A (CDS_0002) Gao_Her_SIR__HerA_SIR2 (CDS_0003)

IMGVR_UViG_2874504452_000001|2874504452|2874504452|40220-75337 1:12215(+)

CDS_0002
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0003)

Gabija__GajB_3 (CDS_0004)

IMGVR_UViG_2839600416_000003|2839600416|2839600531|167119-200096 1:11289(+)

CDS_0002 CDS_0003

IMGVR_UViG_2843769068_000003|2843769068|2843769068|1537622-1568860 1:11368(+)

CDS_0002
Rst_3HP__Hp2 (CDS_0003)

Rst_3HP__Hp1 (CDS_0004)

IMGVR_UViG_2871165196_000006|2871165196|2871165220|3-30772 1:11253(+)

Rst_3HP__Hp3 (CDS_0002)
Rst_3HP__Hp2 (CDS_0003)

Rst_3HP__Hp1 (CDS_0004)

IMGVR_UViG_2848568905_000005|2848568905|2848568905|2136888-2169109 1:10794(+)

CDS_0002 CDS_0003
CDS_0004

IMGVR_UViG_2731957969_000004|2731957969|2732030134|58182-89674 1:11677(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0002)
CDS_0003 CDS_0004

IMGVR_UViG_3300011652_000013|3300011652|Ga0121031_100001|1224909-1256991 1:10397(+)

CDS_0002
Retron_VI__HTH (CDS_0003)

Retron__RT_Tot_1 (CDS_0004)

IMGVR_UViG_2885181175_000008|2885181175|2885181221|379472-411782 1:10680(+)

CDS_0002
CDS_0003 CDS_0004

IMGVR_UViG_2858354309_000003|2858354309|2858354313|1832654-1863815 1:9747(+)

CDS_0002
CDS_0003 CDS_0004

IMGVR_UViG_2848885998_000003|2848885998|2848885998|874404-908611 1:9902(+)

CDS_0002
CDS_0003

CDS_0004

IMGVR_UViG_2740892509_000010|2740892509|2740990278|300866-331886 1:10847(+)

2 3 4 5 6

IMGVR_UViG_2902111417_000008|2902111417|2902111616|18360-49286 1:10502(+)

CDS_0002
CDS_0003

CDS_0004
CDS_0005

IMGVR_UViG_2871851247_000004|2871851247|2871851247|2142922-2177830 1:11833(+)

CDS_0002
CDS_0003

CDS_0004
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0005)

IMGVR_UViG_2855087632_000004|2855087632|2855087634|56619-90802 1:13105(+)

2 3
PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

5 6

TemPhD_cluster_62858_ 31251:9886(+)

CDS_0002 CDS_0003CDS_0040

DksA-like zinc-finger protein (CDS_0041)
RNA-binding protein (CDS_0042)
DNA methyltransferase (CDS_0043)

CDS_0044

TemPhD_cluster_37978 30163:11519(+)

CDS_0002

TemPhD_cluster_63798 2727:13203(+)

CDS_0012

TemPhD_cluster_63346_ 29210:9902(+)

CDS_0002
CDS_0003

CDS_0004

TemPhD_cluster_63608 15354:27178(-)

CDS_0028
CDS_0029

CDS_0030

TemPhD_cluster_51318 33808:9652(+)

CDS_0002
CDS_0003

CDS_0004

TemPhD_cluster_52462 28808:10847(+)

2 3 4 5 6

IMGVR_UViG_642555150_000004|642555150|642555123|2113854-2146982 1:10630(+)

CDS_0002
RosmerTA__RmrT_2585209417 (CDS_0003)

RosmerTA__RmrA_2600853143 (CDS_0004)

TemPhD_cluster_63417_ 29136:10627(+)

CDS_0002
RosmerTA__RmrT_2585209417 (CDS_0003)

RosmerTA__RmrA_2600853143 (CDS_0004)

TemPhD_cluster_33791 29778:10467(+)

CDS_0002
CDS_0003

CDS_0004

IMGVR_UViG_2873855708_000013|2873855708|2873856454|3-30799 1:10467(+)

CDS_0002
CDS_0003

CDS_0004

IMGVR_UViG_2576861183_000002|2576861183|2576875801|724104-758800 1:11727(+)

CDS_0002 CDS_0003 CDS_0006 CDS_0009

IMGVR_UViG_641736231_000009|641736231|641746727|47286-79207 1:11833(+)

Hna__Hna (CDS_0002) CDS_0004 terminase large subunit (CDS_0005)

IMGVR_UViG_2897313520_000006|2897313520|2897313520|4246139-4277022 1:11113(+)

Hna__Hna (CDS_0002)

IMGVR_UViG_2724679260_000003|2724679260|2724721054|72586-101521 1:10354(+)

CDS_0002

IMGVR_UViG_2681813422_000006|2681813422|2681896269|63470-93254 1:10994(+)

CDS_0002 RloC__RloC (CDS_0003)

IMGVR_UViG_2617270966_000010|2617270966|2617321922|61715-91095 1:10240(+)

CDS_0002 CDS_0004

MGV-GENOME-0200953 1:10030(+)

terminase large subunit (CDS_0003)

uvig_539034 1:10370(+)

CDS_0002
CDS_0003 CDS_0004

KC139521.1 1:10617(+)

CDS_0002 CDS_0003 CDS_0004 CDS_0005

IMGVR_UViG_2600255193_000001|2600255193|2600303604 1:10367(+)

CDS_0002 CDS_0003

IMGVR_UViG_2558860366_000005|2558860366|2558885768|69872-100447 1:11502(+)

2 3 4 5 6

IMGVR_UViG_2645727749_000001|2645727749|2645750757|1321358-1351749 1:11385(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005

IMGVR_UViG_2551306401_000005|2551306401|2551390867|63708-93679 1:11173(+)

CDS_0002
CDS_0003 CDS_0004 PD-Lambda-5__PD-Lambda-5_B (CDS_0005)

IMGVR_UViG_3300011652_000014|3300011652|Ga0121031_100023|50466-82755 1:12821(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0002)
CDS_0003 CDS_0004

IMGVR_UViG_2568526275_000005|2568526275|2568560685|429897-460022 1:12305(+)

CDS_0002 CDS_0003 RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0004)

IMGVR_UViG_2568526050_000005|2568526050|2568544695|2337587-2367925 1:11502(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0002)
CDS_0003 CDS_0004

TemPhD_cluster_44448 27519:9811(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005CDS_0038
CDS_0039

CDS_0040
replication initiation protein (CDS_0041)

CDS_0042
CDS_0043

TemPhD_cluster_22971 27817:10594(+)

2 3 4 5 6

TemPhD_cluster_44470 27368:9389(+)

CDS_0002
CDS_0003

CDS_0004
CDS_0005

CDS_0040 CDS_0042

TemPhD_cluster_63369_ 29908:11280(+)

2 3 4 5 6 7 terminase large subunit (CDS_0009)

TemPhD_cluster_63525 14687:27603(-)

2930313233

IMGVR_UViG_2531839376_000005|2531839376|2531892723|79839-110114 1:11280(+)

2 3 4 5 6 7

TemPhD_cluster_28521 27370:9745(+)

CDS_0002

TemPhD_cluster_38305 28411:10347(+)

CDS_0002

TemPhD_cluster_63573 15296:27421(-)

Hna__Hna (CDS_0028)

TemPhD_cluster_21324 29438:11114(+)

Hna__Hna (CDS_0002)

TemPhD_cluster_63572 15300:27425(-)

CDS_0028Hna__Hna (CDS_0029)

TemPhD_cluster_38073 30327:10994(+)

CDS_0002 RloC__RloC (CDS_0003)

TemPhD_cluster_44468 28275:10373(+)

CDS_0002 CDS_0003

TemPhD_cluster_52403 29583:11469(+)

CDS_0002
Rst_3HP__Hp2 (CDS_0003)

Rst_3HP__Hp1 (CDS_0004)

TemPhD_cluster_52401 29585:11470(+)

CDS_0002
Rst_3HP__Hp2 (CDS_0003)

Rst_3HP__Hp1 (CDS_0004)

TemPhD_cluster_63702 15051:26075(-)

terminase large subunit (CDS_0027)

TemPhD_cluster_33959 27370:10029(+)

CDS_0003

TemPhD_cluster_18608 30087:10868(+)

CDS_0002 CDS_0003

TemPhD_cluster_44424 28587:10072(+)

CDS_0002 CDS_0003

TemPhD_cluster_63732 15537:26785(-)

CDS_0029CDS_0030

TemPhD_cluster_63621 15465:27229(-)

CDS_0028
exonuclease (CDS_0029)

TemPhD_cluster_30746 29068:10761(+)

exonuclease (CDS_0002)
CDS_0003

TemPhD_cluster_12035 28261:10759(+)

exonuclease (CDS_0002)
CDS_0003CDS_0036

TemPhD_cluster_44268 29575:11268(+)

CDS_0002
CDS_0003 CDS_0004 CDS_0005

TemPhD_cluster_44483 28072:9765(+)

CDS_0002
CDS_0003

TemPhD_cluster_52246 30242:11261(+)

2 3 4 5 6

TemPhD_cluster_7018 26342:9007(+)

CDS_0002 CDS_0003

TemPhD_cluster_7012 26906:9007(+)

CDS_0002 CDS_0003

TemPhD_cluster_13445 29705:11385(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005

TemPhD_cluster_25036 28782:10660(+)

CDS_0002
CDS_0003
metallo-protease (CDS_0004)

CDS_0005

TemPhD_cluster_33899 28917:10664(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005

TemPhD_cluster_52766 26881:9654(+)

CDS_0002
CDS_0003 CDS_0004

TemPhD_cluster_9819 29550:10681(+)

2 3 4 5 6 7

TemPhD_cluster_33898 28940:10864(+)

2 3 4 5 6 7

TemPhD_cluster_63186_ 29715:10699(+)

CDS_0002 CDS_0003 CDS_0004 CDS_0005
phosphoadenosine phosphosulfate reductase (CDS_0044)

TemPhD_cluster_52368 29713:10693(+)

CDS_0002 CDS_0003 CDS_0004 CDS_0005

TemPhD_cluster_44415 28620:10719(+)

CDS_0002 CDS_0003 CDS_0004

TemPhD_cluster_63219_ 30610:11872(+)

2 3 4 5 6

TemPhD_cluster_28424 29513:11618(+)

2 3 4 5 6 7

TemPhD_cluster_63724 15014:25423(-)

CDS_0027
CDS_0028

CDS_0029
CDS_0030

TemPhD_cluster_63912 3109:13519(+)

CDS_0012
CDS_0013

CDS_0014
CDS_0015

TemPhD_cluster_63639 15521:27134(-)

2829303132

TemPhD_cluster_52466 28316:9402(+)

CDS_0002
CDS_0003

CDS_0004
CDS_0005

TemPhD_cluster_63726 4039:14448(+)

CDS_0014
CDS_0015

CDS_0016

TemPhD_cluster_52448 29430:10513(+)

CDS_0002
HicB-like antitoxin (CDS_0003)

CDS_0004 CDS_0005

TemPhD_cluster_44189 29886:10900(+)

CDS_0002
HicB-like antitoxin (CDS_0003)

CDS_0004 CDS_0005

TemPhD_cluster_30684 30140:12244(+)

CDS_0002
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0003)

CDS_0004 CDS_0005

TemPhD_cluster_52350 29809:11601(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005

TemPhD_cluster_52558 28782:10881(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005

TemPhD_cluster_44367 28977:10861(+)

2 3 4 5 6

TemPhD_cluster_16167 30947:12201(+)

CDS_0002
CDS_0003

CDS_0004 CDS_0005

TemPhD_cluster_63328_ 30119:11136(+)

2

Retron_VI__HTH (CDS_0003)
Retron__RT_Tot_1 (CDS_0004)

5 6 7

TemPhD_cluster_28456 29211:11342(+)

CDS_0002 CDS_0003 CDS_0004

TemPhD_cluster_52697 27631:10345(+)

CDS_0002

TemPhD_cluster_63591 3616:14892(+)

CDS_0013 CDS_0014

TemPhD_cluster_63571 14926:26858(-)

CDS_0028
CDS_0029

CDS_0030

TemPhD_cluster_38317 28197:10908(+)

CDS_0002
CDS_0003

CDS_0004

TemPhD_cluster_38316 28197:10308(+)

CDS_0002
CDS_0003

CDS_0004

TemPhD_cluster_52441 29426:11174(+)

CDS_0002
CDS_0003

CDS_0004 PD-Lambda-5__PD-Lambda-5_B (CDS_0005)

TemPhD_cluster_10353 29047:11162(+)

CDS_0002
PD-Lambda-5__PD-Lambda-5_A (CDS_0003)

PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

TemPhD_cluster_44152 30158:12498(+)

CDS_0002
PD-Lambda-5__PD-Lambda-5_A (CDS_0003)

PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

TemPhD_cluster_12245 29435:11774(+)

CDS_0002
PD-Lambda-5__PD-Lambda-5_A (CDS_0003)

PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

TemPhD_cluster_20687 30951:12706(+)

CDS_0002 CDS_0003 PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

TemPhD_cluster_14101 30962:12706(+)

CDS_0002 CDS_0003
PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

CDS_0006

TemPhD_cluster_9753 29768:12588(+)

CDS_0002 CDS_0003 PD-Lambda-5__PD-Lambda-5_B (CDS_0004)

TemPhD_cluster_52286 30037:12912(+)

CDS_0002
CDS_0003 Hna__Hna (CDS_0004)

5000 nt

DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function Defence


