CDS_0040

CDS_0039
CDS_0033 CDS_0036 CDS_0041
tail protein (CDS_0031) CDS_0034 CDS_0037 ELCBS_0042
CDS.0029  CDS_0030 CDS_0032 | CDSs_0035 CDS_0038|| | CDS_0043

!%

IMGVR_UViG_3300045988_112974|3300045988|Ga0495776_183640 15269:27487(+)
CDS_0034 CDS_0035

IMGVR_UViG_3300045988_127435|3300045988|Ga0495776_164253 15700:28033(+)

Menshen__NsnA (CDS_0036)
CDS 0034
CDS 0035|  CDS 0037

i%

uvig 235224 15269:28990(+)

CDS_0034
[ cDs_0035

MGV-GENOME-0322726 15701:27910(+)

HNH endonuclease (CDS_0028)
CDS_0030 CDS_0034 CDS 0035

MGV-GENOME-0322484 14752:27996(+)

toxin (CDS_0016)
CDs_0015
T | cps_0017 CDS_0022

uvig_133644 8670:22452(+)

41 Menshen__NsnA (CDS_0050)
34 35 3637 38 39 40| 42 43 4445 46 47 48 49 51

IMGVR_UViG_3300029459_000138|3300029459|Ga0244094_100090|17424-82194 15701:38831(+)

41
34 35 36 37 38 39 4OT 42 43 46 47 single strand DNA binding protein (CDS_0048)

IMGVR_UViG_3300045988_131929|3300045988|Ga0495776_037376 15701:33757(+)

CDS_0035
CDS_0034 CDS_0036  CDS_0037

IMGVR_UViG_3300029491_000011|3300029491|Ga0244091_100319 15701:30808(+)

9000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail unknown function Defence
I



