CDS_0027

tail fiber protein (CDS_0022) CDS_0025 T terminase small subunit (CDS_0030)

tail protein (CDS_0021) CDS_OO? ICDS_0028 terminase small subunit (CDS_0031)
CDS_0020 | CDS.0023 [ €DS0026 | CDS 0029 | 'CDS_0032

MGV-GENOME-0190880 17582:26397(+)

CDS_0027
| cps_0028 cps 0029

MGV-GENOME-0191526 17272:26499(+)
27 28 29303132 33 34

— —— —
MGV-GENOME-0210536 17581:29839(+)

CDS_0027
CDS 0025 | CDS.0028 CDS.0029

r ——
MGV-GENOME-0196940 18684:27428(+)

CDS_0029

‘M GV-GENOME-0194903 18410:27071(+)
CDS_0029

MGV-GENOME-0190533 18410:26342(+)
CDS_0029

MGV-GENOME-0193415 18684:26820(+)
CDS.0029 CDS_0030

| I . T ——
MGV-GENOME-0203257 18685:28547(+)
CDS_0030
CDS 0029
| e . T ——
MGV-GENOME-0197725 18719:27576(+)
CDS_0029

)

<
9]
X
o
m
Z
¢]
<
m

o
=S
0
N
NS
N
o
[
@
i
=
o
N
~
o
~
=l
T

CDS_0029

o
=S
0
o
Ny
0
N
=
®
o
®
N
N
~
N
@
£
T

<
(9]
<
()]
m
z
[}
<
m

)
CDS 0029

MGV-GENOME-0196488 18410:27349(+)

CDS_0029
I N S e B W
MGV-GENOME-0191830 18410:26552(+)

CDS_0029 CDS_0030

| ] | ] T —
MGV-GENOME-0199462 18410:27876(+)

CDS_0029
L CODUEH-TOED—E00
MGV-GENOME-0195755 18729:27220(+)

CDS_0031
CDS_0030

CDS_0029 | | CDS.0032

MGV-GENOME-0205583 18410:28979(+)
CDS.0023 CDS.0029 CDS_0030

MGV-GENOME-0198753 18686:27752(+)
CDS_0029

MGV-GENOME-0195292 18720:27138(+)
CDS_0029 CDS_0030

| e e 11 L | _— I
MGV-GENOME-0199735 18704:27927(+)
CDS_0029
| cDs.0030
‘ e —————— — A ——
MGV-GENOME-0196593 18685:27367(+)
CDS_0029

MGV-GENOME-0194809 18684:27054(+)
CDS_0029

MGV-GENOME-0194141 18684:26948(+)
CDS_0029 CDS_0030

MGV-GENOME-0198230 18684:27660(+)

CDS_0027
| cDs_0028

MGV-GENOME-0189817 17566:26224(+)

CDS_0027
baseplate wedge subunit (CDS_0019) CDS_0025 CDS_0026 T CDS_0028

MGV-GENOME-0194351 17256:26981(+)
CDS_0027 CDS_0028 CDS_0029

MGV-GENOME-0199032 17236:27801(+)
CDS_0031 CDS_0034

——
MGV-GENOME-0202354 23341:28393(+)

CDS_0031

I
MGV-GENOME-0202822 23321:28377(+)

CDS_0031

I — —
MGV-GENOME-0203413 23318:28482(+)

CDS_0030 CDS_0031

MGV-GENOME-0205628 23001:28888(+)
CDS_0031 CDS_0032

e —
MGV-GENOME-0203179 23321:28439(+)

CDS_0031

MGV-GENOME-0204524 22431:28779(+)
CDS_0031

MGV-GENOME-0205710 22427:29000(+)
CDS_0031

——
MGV-GENOME-0205051 22428:28878(+)

CDS_0031

I
MGV-GENOME-0203845 22427:28653(+)
CDS_0030

MGV-GENOME-0204344 22432:28741(+)
CDS_0030

MGV-GENOME-0205711 22430:29001(+)
CD5.0030 CDS_0031

MGV-GENOME-0209168 22430:29599(+)
€DS_0030

——
MGV-GENOME-0198210 22437:27656(+)

endolysin (CDS_0031)
transposase (CDS_0034) 36
28 2930 | 3233 35 37 38 39 40 41 42 43

MGV-GENOME-0255934 17548:36133(+)

hemolysin (CDS_0033)
Hoc-like head decoration (CDS_0028) 2930 31 32 T transposase (CDS_0034)

—— — ——
SAMNO4571724 al ct62324 vs1 17568:31387(+)

endolysin (CDS_0032)
30
28 279T371 33 34 3536 37 38 39 4041 42

r —
MGV-GENOME-0246525 18713:34062(+)

endolysin (CDS_0032)
30
28 @TB’Q 33 34 3536 37 38

- ———— A —y———————————— 4 A — A ——— ——
MGV-GENOME-0224042 18410:32232(+)
tail protein (CDS_0022) 30 31 3233 34 3536 37

MGV-GENOME-0213419 18644:30272(+)
31 32 338435 36

r I — ——
MGV-GENOME-0202524 18628:28328(+)

hemolysin (CDS_0037)
endolysin (CDS_0035)
tail fiber protein (CDS_0022) 33 ‘
23 24 29 30 31 32[34 | 36 transposase (CDS_0038)

MGV-GENOME-0225918 18719:3256&)

transposase (CDS_0034)
27 28 293031 3233 35

I
MGV-GENOME-0217691 17256:31147(+)

CDS_0029
| cps_0030
e —

MGV-GENOME-0195997 18684:27261(+)
CDS_0027 CDS_0028

MGV-GENOME-0193925 17238:26907(+)
CDS_0030

‘MGVfGENOM E-0201979 18644:28227(+)
CDS 0030

MGV-GENOME-0201877 18644:28208(+)
CDS_0030

MGV-GENOME-0198167 18644:27551(+)

30 3132 33 34

MGV-GENOME-0206272 18644:29006(+)

holin (CDS_0037) Retron_VI_HTH (CDS_0040)
31 32 3334 35 36 38 39 | 41 42 43

4‘
4‘

———
MGV-GENOME-0240661 22427:35321(+)

CDS_0030
CDS_0029
CDS.0028 | | CDS 0031

- — ——
MGV-GENOME-0203472 18686:28590(+)

CDS_0031
CDS 0030 | CDS_0032

r — ——
MGV-GENOME-0202577 18644:28338(+)

CDS_0030 CDS_0031

MGV-GENOME-0198681 18644:27644(+)
CDS_0030 CDS_0031

r ——
MGV-GENOME-0198674 18644:27643(+)

peptidase (CDS_0034)
CDS_0029 CDS_0033  hemolysin (CDS_0036)
CDS_0028 CDS 0030 CDS_0032 | DS _0035

— —
MGV-GENOME-0206984 17151:29124(+)
CDS_0028  CDS 0030

CDS_0029

MGV-GENOME-0207374 17151:29188(+)

endolysin (CDS_0032)
3031 | 3334 35

- — m——
MGV-GENOME-0226138 18644:29813(+)

hemolysin (CDS_0034)
303132 33 | 35

N
MGV-GENOME-4405332 18644:29658(+)

hemolysin £DS_OO35)
peptidase (CDS_0033)

31
3032 | 34 36
I N — | I I [

r ————
MGV-GENOME-0211007 18644:29826(+)

hemolysin £D5_0034)
endolysin (CDS_0032)
3031 | 33

w

5

MGV-GENOME-0213771 18838:303_48(+)

hemolysin &DS_OOSS)
peptidase (CDS_0033)
3132 [ 34| 36

i4¢

—
MGV-GENOME-0207639 21451:29234(+)

hemolysin £DS_0035)
peptidase (CDS_0033)
3132 [ 34| 36

i4¢

[
MGV-GENOME-0209289 21450:29523(+)

hemolysin £D5_0035)
peptidase (CDS_0033)
3132 [ 34 | 36 37

F4

——
MGV-GENOME-0212235 21451:30044(+)

hemolysin &DS_OOSS)
endolysin (CDS_0033)
3132 [ 34 |

36

| w
~N

———— . —— ——
MGV-GENOME-0217035 21442:30936(+)

hemolysin £D5_0037)
endolysin (CDS_0035)
3334 [ 36 |

38 39

N
o

!4

——
MGV-GENOME-0231362 23318:33488(+)

hemolysin £D5_0035)
peptidase (CDS_0033)
3132 | 34 | 363738 39

I —— [ —— — —
MGV-GENOME-0215482 21448:30647(+)

hemolysin (CDS_0036)
323334 35 37

!
|
ig{

MGV-GENOME-0221904 23321:31797(+)
3132 33 34 hemolysin (CDS_0035)

——
MGV-GENOME-0207381 21445:29189(+)

hemolysin (CDS_0036)
323334 35 37

I
|
41

——
MGV-GENOME-0229090 23317:32418(+)

hemolysin (CDS_0036)
323334 35 | 37

" ——
MGV-GENOME-0222944 23317:31963(+)

hemolysin (CDS_0035)
313233 34 36 37

!
1
541

——
MGV-GENOME-0214082 21448:30392(+)

hemolysin (CDS_0035)
313233 34 36

i%

[
MGV-GENOME-0212629 21451:29688(+)

hemolysin (CDS_0035)
313233 34 | 36

—
MGV-GENOME-0212773 21448:30145(+)

hemolysin (CDS_0035)
313233 34 36

!
1
i#

———
MGV-GENOME-0210220 21430:29692(+)

31 32 33 34 hemolysin (CDS_0035)

I
MGV-GENOME-0208501 21442:29386(+)

hemolysin (CDS_0035)
313233 34 36

!
1
i41

—
MGV-GENOME-0203675 21448:28529(+)

RosmerTA_RmrA 2634932349 (CDS_0036)
hemolysin (CDS_0035
313233 34 | 37

|
|
iﬁ#

I
MGV-GENOME-0218585 21448:31212(+)

hemolysin (CDS_0035)
31 32 33 34T RosmerTA_ RmrA_2634932349 (CDS_0036)

——
MGV-GENOME-0213673 21444:30317(+)

RosmerTA_RmrA_2634932349 (CDS_0036)
endolysin (CDS_0033)
3132 | 3435 37

|
|
?ﬁ

e —
MGV-GENOME-0223989 21451:32125(+)

hemolysin (CDS_0035) SMODS-associating 4TM effector domain (CDS_0039)
CBASS__Cyclase_lI (CDS_0037)
313233 34 36 CBKSS_EZ_II (CDS_0038)

[
MGV-GENOME-0227965 21448:32821(+)

hemolysin £DS_0035)
peptidase (CDS_0033)
3132 | 34 | 36

i%

——
MGV-GENOME-0211245 21451:29865(+)

hemolysin £D5_0035)
peptidase (CDS_0033)
3132 [ 34 | 36

i#
\

—
MGV-GENOME-0209382 21445:29538(+)

hemolysin £ DS_0035)
peptidase (CDS_0033)
3132 | 34 36

T 34|
OO - B0D-@&-{T

——
MGV-GENOME-0210442 21445:29727(+)

hemolysin £D5_0035)
peptidase (CDS_0033)
3132 [ 34 | 36

i4¢

———
MGV-GENOME-0209225 21451:29512(+)

endolysin (CDS_0033)
31 32 3435 3637

i#

—
MGV-GENOME-0227303 21445:29919(+)

hemolysin (CDS_0035)
peptidase (CDS_0033)
3132 [ 34 | 36

i4
\

———
MGV-GENOME-0210472 21451:29732(+)

hemolysinﬁDS_OOSé)
peptidase (CDS_0034)

32
31733 | 35

transposase (CDS_0037)

iH

[
MGV-GENOME-0211785 21445:29960(+)

peptidase (CDS_0034)
32
il T?»j 35 hemolysin (CDS_0036)

iﬂ

——
MGV-GENOME-0207648 21451:29235(+)

Lamassu-Fam__ LmuA_effector_Hydrolase (CDS_0036)
hemolysin (CDS_0035)
endolysin (CDS_0033)
3132 | 34 | 37

|
|
!ﬁ

——
MGV-GENOME-0221381 21448:31690(+)

hemolysin £D5_0035)
peptidase (CDS_0033)
3132 [ 34 | 36 37

i4¢

—
MGV-GENOME-0210495 21450:29735(+)

peptidase (CDS_0033)
3132 | 34 hemolysin (CDS_0035)

———
MGV-GENOME-0207404 21441:29192(+)

31 32 33 34 hemolysin (CDS_0035)

—
MGV-GENOME-0207634 21442:29233(+)

hemolysin (CDS_0035)
313233 34 | 3637 38

MGV-GENOME-0214195 21448:30414(+)
313233 3435 36

——
MGV-GENOME-0208552 21448:29393(+)

peptidase (CDS_0033)
3132 | 3435 36 37

———
MGV-GENOME-0212642 21445:30120(+)

peptidase (CDS_0033)
CDS_0032
CDS 0031 | | CDS 0034

——
MGV-GENOME-0206350 21445:29020(+)

peptidase (CDS_0033)
CDS_003
CDS 0031 | | CDS.0034

———
MGV-GENOME-0202953 21445:28403(+)

CDS_0032 CDS_0034
CDS_0031 CDS_0033

——— . ——————
MGV-GENOME-0202930 21448:28397(+)

hemolysin (CDS_0035)
313233 34 | 36 37 38 39 40

[
MGV-GENOME-0227939 21448:32817(+)

hemolysin (CDS_0035)
313233 34 | 36

w
N
18

I —— . —— —
MGV-GENOME-0219311 21448:31343(+)

hemolysin (CDS_0035)
313233 34 | 3637

—
MGV-GENOME-0214409 21442:30453(+)

hemolysin £DS_OO36)
endolysin (CDS_0034)
29 30 3233 | 35 | transposase (CDS_0037)

S ——
MGV-GENOME-0213278 21442:30246(+)

hemolysin £D5_0036)
peptidase (CDS_0034)
29 3233 [ 35 | 37

E—— . —
MGV-GENOME-0211162 21448:29850(+)

peptidase (CDS_0035)
33
29 32734 | 36 hemolysin (CDS_0037)

iﬂ

[
MGV-GENOME-0207064 21445:29137(+)

hemolysin (CDS_0036)
endolysin (CDS_0034)
32 T ‘ RegX3 (VF0858) (CDS_0039)
31133 | 35 37 38 40 41 42 43 44 45 46

uvig 445356_ 21442:39637(+)

endolysin (CDS_0032)
transposase (CDS_0035)
29 3031 33 34 36 37 38

MGV-GENOME-0243172 18410:32863(+)

hemolysin (CDS_0034)
endolysin (CDS_O&Z)
transposase (CDS_0035)
29 3031 | 33 36 37

|

|

|
#

MGV-GENOME-0221546 18684:31817(+)

hemolysin (CDS_0035)
endolysin (CDS_0033)
31 transposase (CDS_0036)
29 3032 | 34 | 37 38 39

—
MGV-GENOME-0222173 18410:31927(+)

hemolysin (CDS_0034)
endolysin (CDS_O&Z)
traﬁsposase (CDS_0035)
29 3031 33 36 37 38

MGV-GENOME-0223592 18706:32157(+)

hemolysin (CDS_0035)
peptidase (CDS_0033)
31 transposase (CDS_0036)
29 3032 | 34 | 37 38

‘MGV-GENOME-O219812 18661:31521(+)

hemolysin (CDS_0035)
endolysin (CDS_O&S)
31 traﬁsposase (CDS_0036)
29 3032 | 34 | 37 38

|
|
i

c
<

G
5
N
N}
o
©
o
=
©
o
[N
N
(A}
g
%
N
e

U 1 (+)

endolysin (CDS_0033)
31 transposase (CDS_0036)
29  30[32 | 3435 37 38 39

<
Q
<

i

(%)
m
z
)
<
m
o
Ny
N
S
0
w
Ne)
=
®
~
=
o
w
N
o
o
=
0

peptidase (CDS_0032)
29 3031 | 3334 transposase (CDS_0035)

MGV-GENOME-0201234 17945:27965(+)

hemolysin (CDS_0036)
endolysin (CDS_0034)
transposase (CDS_0037)
31 3233 | 35 | 38

!

|

|

|
1

MGV-GENOME-0229783 22432:33274(+)

hemolysin (CDS_0036)
endolysin (CDS_0034)
traﬁsposase (CDS_0037)
31 3233 35 38

|

|

|

|
+

MGV-GENOME-0233469 22447:33999(+)

peptidase (CDS_0035)
33 transposase (CDS_0038)
31 3234 | 3637 39

!

|

|

|
]

MGV-GENOME-0231919 22432:33698(+)

endolysin (CDS_0033)
transposase (CDS_0036)
30 3132 | 3435 37 3839 40

MGV-GENOME-0237309 22430:34768(+)

transposase (CDS_0037)
endolysin (CDS_0034) 38
31 3233 | 3536 T 39

|
|
|
|
R

MGV-GENOME-0240965 22429:33803(+)

hemolysin (CDS_0036)
endolysin (CDS_0034)
32 T transposase (CDS_0037)
30 3133 | 35 | 38 39

I S E—
MGV-GENOME-0227698 22451:32874(+)

hemolysin (CDS_0034)
endolysin (CDS_0032)
transposase (CDS_0035)
29 3031 | 33| 36 373839 40 41

MGV-GENOME-0234011 18410:34105(+)

endolysin (CDS_0031)
transposase (CDS_0034)
28 2930 | 3233 35 36 37 38 39

MGV-GENOME-0261053 18684:33634(+)

endolysin (CDS_0033)
transposase (CDS_0036)
30 3132 | 3435 37 383940 41 42 43

!

|

|

|
]

MGV-GENOME-0245616 22431:36036(+)

hemolysin (CDS_0035)
endolysin (CDS_0033)
T transposase (CDS_0036)
Hoc-like head decoration (CDS_0030) 3132 34 ‘ 37 38 39 recD_IV-D_1(CDS_0040) 41 42 43

|
\
]

——
SRS015486_al ct855_vs1 22430:39661(+)

peptidase (CDS_0035)
transposase (CDS_0038)
3334 | 3637 39 40

~
=
~
)
~
w

o
3
C
N
®
N}
o
N
w
O
ey
N
w
o~
o
S
[oN

(+)

hemolysin (CDS_0035) csa3_I_II_III_IV_V_VI_2 (CDS_0041)
313233 34 | 36 37 38 39 40 42

i%

—— -
uvig_118304 21505:33993(+)

endolysin (CDS_0033)
primase (CDS_0037)
31 32 34 3536 38 39 4041 42 43 44 45 46

|
|
:

. —
MGV-GENOME-0237555 21444:34718(+)

endolysin (CDS_0033)
primase (CDS_0036) 41
3132 | 3435 | 37 38 39 40|42 43 44 45 46

=
|

— -
MGV-GENOME-0235279 22261:34270(+)

endolysin (CDS_0033)
3132 | 3435 3637 3839 40 41 42 43

MGV-GENOME-0223761 21450:32090(+)

hemolysin (CDS_0035) 41
31 32 33 34T 36 37 3839 40 T‘LZ 43

MGV-GENOME-0231852 21448:33588(+)
CDS_0031

R e T  me—
MGV-GENOME-0197448 21442:27424(+)
CDS 0031

| N S S
MGV-GENOME-0197518 21442:27436(+)
CDS_0031

——
MGV-GENOME-0197429 21445:27420(+)

CDS_0032
CDS 0031 | CDS 0033

——
MGV-GENOME-0204514 21444:28680(+)

32
31133 34 35

—
MGV-GENOME-0208094 21445:29304(+)

holin (CDS_0036)

31 3233 34 35 | 37

Y N |
MGV-GENOME-0220895 21450:31609(+)

CDS_0033
CDS_0032
CDS_0031 | cDs 0034

——
MGV-GENOME-0204001 21445:28585(+)

CDS_0033

CDS_0029 CDS_0032 CDS_0034

?

I B .
MGV-GENOME-0205813 21445:28925(+)
CDS_0032

I —— I E—————————
MGV-GENOME-0198907 21445:27681(+)

hemolysin (CDS_0037)
34
3233[ 35 36 3839

|
|
I
!
4i

MGV-GENOME-0222431 23321:31872(+)

hemolysin (CDS_0037)
34
3233[ 35 36 38

I

!

I

!
—
\

MGV-GENOME-0230538 23321:31390(+)

hemolysin (CDS_0037)
34
3233[ 35 36 38 39 40

[
|
|
I
41

MGV-GENOME-0239814 23321:32586(+)

hemolysin (CDS_0037)
34
3233[ 35 36 38

|
|
|
I
41

MGV-GENOME-0222099 23321:31818(+)

34
3233[ 35 36 hemolysin (CDS_0037)

(@}
N
[
foel
o
=
[N
N
W
W
N
[
w
=
=
o
=
0

<
Q
<

(9]
a
z
o]
<
m

)

34
3233[ 35 36

MGV-GENOME-0214478 23308:30465(+)
RosmerTA_RmrT_2600853143 (CDS_0039)
hemolysin (CDS_0037)
34 RosmerTA_RmrA 2600853143 (CDS_0040)
3233[ 35 36 38 | 41
I I E— N N S N
MGV-GENOME-0234924 23321:34195(+)

RosmerTA__RmrA_2634932349 (CDS_0038)
hemolysin (CDS_0037,
34 ‘

3233[ 35 36 39 40

|
\
|
i

MGV-GENOME-0229553 23321:33135(+)

32
30  31[3334 3536 transposase (CDS_0037)

MGV-GENOME-0232013 22431:33715(+)

34
3233[ 35 36

————
MGV-GENOME-0213169 23313:30224(+)

hemolysin (CDS_0037)
34
3233] 35 36 38 39 40

e —
MGV-GENOME-0229030 23321:33031(+)

endolysin (CDS_0035)
34
3233] | 36 hemolysin (CDS_0037)

i%

——
uvig_155650 23179:31167(+)

hemolysin (CDS_0037)
34
SAIQT 35 36 38 39 40 41

MGV-GENOME-0230736 23321:33362(+)

hemolysin (CDS_0037)
34
3233[ 35 36 38 39

MGV-GENOME-0235259 23321:33101(+)

hemolysin (CDS_0037)
34
SACQT 35 36 38 39 40 41

|
|
I
!
41

MGV-GENOME-0230233 23321:33264(+)

hemolysin (CDS_0038)
&5
3334] 36 37 39 4041 42 43

ID-D--»D-II—_M-C—_

peptidase (CDS_0034)
33

I -
ivig_2681 23316:34626(+)

3132 | 35 hemolysin (CDS_0036)

|

I

|

|
9

MGV-GENOME-0207944 21442:29281(+)
B85 primase (CDS_0039)
333:1T 36 37 38 40 41 4243 44 45 46 47
I | N I I L N N I
MGV-GENOME-0244211 23317:35730(+)

32
3031] 33 3435 36 37 3839 4041 42 43 44 45

(@}
N
~
N
~
o~
©
[
@
o~
N
N
W
N
N
o
2
T

<
[9)]
=
()]
a)
z
[}
<
m

)

32
31
29 30] |33

o
[N]
o
=
w
O
@
I
~
N
~
o
[N
®
=
o
=
0

<
Q
<

(9]
m
z
o
<
m

)
32 33 34 353637 38 39 40 41 4243 44 45 46

———
MGV-GENOME-0259443 23487:38261(+)

7000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function Defence Virulence
I —




