anaerobic ribonucleoside reductase large subunit (CDS_0052)
phosphoheptose isomerase (CDS_0048)

transcriptional regulator (CDS_0049) CDS_0054 CDS_0059 CDS_0061
\ CDS_0050 CDS_0051 CDS_0053 CDS_0055 CDS_0056 CDS_0057 CDS?OOSSTC DS_0060 CDS_0062
K R H [E—@H ¢ < = KH )

uvig 65090 35916:46030(+)

CDS_0042 CDS_0043 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0044)

C X 3 O K@ B K CCEH )

uvig 96622 33864:43937(+)

homing endonuclease (CDS_0065)
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thioredoxin domain (CDS_0027)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function



