
SRS019027_a1_ct14492_vs1 19864:35260(+)

enoyl-CoA hydratase/carnithine racemase-like (CDS_0028)
endolysin (CDS_0029)

30 31 32 33 34 35 36 37 38

PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NF007456.1) (CDS_0039)

40
exonuclease (CDS_0041)

dCMP deaminase (CDS_0042)

43 44 45 46 47 48 49 50

SRS143423_a1_ct20807_vs1 19889:27511(+)

CDS_0031CDS_0032

SRS014404_a1_ct1105_vs1 19026:29988(+)

31 32 33 34 35 36
PD-Lambda-1__PD-Lambda-1 (CDS_0038)

41

IMGVR_UViG_3300007979_000176|3300007979|Ga0114002_100025|35217-77806 19616:28001(+)

CDS_0032
CDS_0033 CDS_0034 CDS_0039

SRS018501_a1_ct13492_vs01 19960:29537(+)

32 33 34 35 36 37

SRS019696_a1_ct24841_vs1 20275:34757(+)

33 34 35 36 37 38 39 40 41 42 43

IMGVR_UViG_3300007208_000229|3300007208|Ga0103291_100058|34115-79352 20520:30804(+)

34 35 36 37 38 39 40 42 43

transcriptional regulator (CDS_0044)

45
46

47

IMGVR_UViG_3300008493_000022|3300008493|Ga0111009_1000253 21005:29036(+)

34 35 37

metallo-protease (CDS_0038)
transcriptional regulator (CDS_0039)

40
41

42

RNA polymerase beta subunit (CDS_0045)

HNH endonuclease (CDS_0046)
47

IMGVR_UViG_2600255237_000006|2600255237|2600309314|24029-69256 19762:30643(+)

CDS_0031
CDS_0032 CDS_0033 CDS_0034 CDS_0036

CDS_0039
CDS_0040

6000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence AMR


