24 RT_III-AM_III-B_2 (CDS_0027) Retron_VI_HTH (CDS_0037)
2223725 26 2829 30 31 32 333435 36 38 39 40 414243

i#

MGV-GENOME-0310831 19566:33164(+)

Retron_VI_HTH (CDS_0038)
RT_II-AM_III-B_2 (CDS_0028) 36
Avd protein of DGR (CDS_0027i 29 30 31 32 33 3435 T37 39

!

IMGVR_UViG_3300029329_000244|3300029329|Ga0242807_100412(58-49154 19565:34938&)

Avd protein of DGR (CDS_0027) Retron_VI__HTH (CDS_0039)
RT_III-AM_III-B_2 (CDS_0029) 37
28 30 31 32 33 343536 | 38 424344 47

!ﬁ

IMGVR_UViG_3300045988_094728|3300045988|Ga0495776_134257 19564:34964(+)

Retron_VI_HTH (CDS_0037)
35
RT_III-AM_III-B_2 (CDS_0027) 28 29 30 31 32 33§4T 36 | 38 39 40 41 42 43 44 45 46 47 48

!

uvig 295546 19562:41581(+)

RT_III-AM_I1I-B_2 (CDS_0029) 37
28 30 31 32 33 34 3536 |38

i#

MGV-GENOME-0306711 19567:32506(+)

CDS_0028
CDS_0027

uvig_192059 19565:26629(+)

Retron_VI_HTH (CDS_0035)
RT_III-AM_III-B_2 (CDS_0027) 28 29 30 31 32 33 34T 36 37 38 39 40 4142 43 47 48 49

uvig 431659 19566:38030(+)

8000 nt 1
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