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Station194 SUR ALL assembly NODE 156 length 107882 cov_5.512942 2:4684(+)

Station194_DCM_ALL assembly_ NODE_204_length_106940_cov_5.904907 2:4036(+)
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Station155_DCM_ALL assembly NODE_337_length_107125_cov_6.061847 103070:107123(-)
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Station209_MES_ALL assembly NODE_365_length_122402 cov_21.701995 3:4759(+)

CDS_0090
CDS_0089

CDS_0092

DS 0091

Station210_MES_ALL_assembly_ NODE_301_length_107452_cov_9.376556 103070:107451(-)
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Station209_MES_ALL assembly NODE_305_length_137133_cov_16.928019 117256:137131(-)
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Station201_SUR_ALL_assembly_ NODE_173_length_126847_cov_14.644402 2:23708(+)
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Station210_SUR_ALL assembly NODE 445 length 107417 _cov_22.173916 101771:107416(-)
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Station194_DCM_ALL _assembly NODE_212_length_105556_cov_4.746912 2:4073(+)
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Station209_SUR_ALL assembly NODE_463_length 79539 _cov_15.692806 76090:79538(-)
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Station205_MES_ALL assembly NODE_445_length 56478 cov_9.935594 52975:56477(-)
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Station188_DCM_ALL_assembly_ NODE_447_length_63109_cov_9.517588 2:3882(+)
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DS_0001
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Station78_DCM_ALL _assembly NODE_279_length_41628_cov_4.370168 3:3969(+)

CDS_0050
cbs 0051 CDS 0048
| €Ds_0049 T

Station189_DCM_ALL_assembly_NODE_341_length_59526_cov_11.576331 54970:59524(-)

CDS_0001 CDS 0008
] CDs_0002 CDS_0006

Station189_MES_ALL _assembly NODE_472_length_60485_cov_6.617624 1:3230(+)

CDS_0001
[ cbs_0002

Station85_DCM_COMBINED_FINAL_NODE_307_length_58686_cov_5.321144 3:3190(+)

CDS_0054
| cpbs.0053  cDs_0047

Station155_DCM_ALL assembly NODE_837_length_55570_cov_5.501810 52328:55569(-)

polynucleotide kinase (CDS_0053)
54/ 52 51 50

Station64_SUR_ALL_assembly_ NODE_230_length_58579_cov_3.994037 53488:58579(-)
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Station209_MES_ALL assembly NODE_1183_length_54284_cov_14.423722 50251:54283(-)
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Station173_DCM_ALL assembly NODE_124¢6_length_55588_cov_17.900636 51528:55587(-)
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Station209_MES_ALL assembly NODE_1322 length 50068 cov_11.846640 17:4103(+)
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