
SAMN05414963_a1_ct209897_vs1 18859:45933(+)

baseplate assembly protein (CDS_0026)

tail protein (CDS_0027)
baseplate wedge subunit (CDS_0028)

29
tail protein (CDS_0030)

tail protein (CDS_0031)
tail fiber assembly (CDS_0032)

33 34 35

HNH endonuclease (CDS_0036)
ATPase (CDS_0037)

38 39 40 41
RegX3 (VF0858) (CDS_0042)

43

methyltransferase (CDS_0044)

45 46
DNA primase (CDS_0047)

DNA primase (CDS_0048)

49 50
51

52 53

Han_2018_ERR1398136_NODE_332_length_37003_cov_26.715465 18298:35179(+)

tail protein (CDS_0026)
tail protein (CDS_0031)

tail protein (CDS_0032)

33 34 35 36

HNH endonuclease (CDS_0037)

ATPase (CDS_0038)
DNA primase (CDS_0039)

MGV-GENOME-0211392 19196:28115(+)

tail protein (CDS_0032)

MGV-GENOME-0244023 19838:28553(+)

tail protein (CDS_0030)

MGV-GENOME-0218328 18115:29436(+)

tail protein (CDS_0031)
CDS_0032

DNA primase (CDS_0033)

uvig_243481 18337:29290(+)

tail protein (CDS_0030)
DNA primase (CDS_0031)

uvig_228792 18208:30956(+)

tail protein (CDS_0031)
CDS_0032

DNA primase (CDS_0033)

DNA primase (CDS_0034)

MGV-GENOME-0225353 17650:30605(+)

tail protein (CDS_0030)
CDS_0031

DNA primase (CDS_0032)

DNA primase (CDS_0033)

SRS143991_a1_ct24798_vs01 17033:32598(+)

29 30 31
DNA polymerase (CDS_0032)

DNA primase (CDS_0033)
DNA primase (CDS_0034)

uvig_430372 18445:39873(+)

tail protein (CDS_0031) 32 33 34 35

HNH endonuclease (CDS_0036)
ATPase (CDS_0037)

38 39 40 41 42 43 44
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DNA, RNA and nucleotide metabolism other tail unknown function Virulence


