transcriptional regulator (CDS_0027)

AbiD__AbiD (CDS_0025)|  replication initiation protein (CDS_0034)
endolysin (CDS_0016) integrase (CDS_0024) 30 32
15 1718 19 20 21 22 23 26 | 2829 31733 35
S DS @ DA Db D

IMGVR_UViG_3300008504_000020|3300008504|Ga0114860_100233 13080:27104(+)

transcriptional regulator (CDS_0025)
AbiD__AbiD (CDS_0023)
integrase (CDS_0022) 28
21 24 | 2627]

i
#
I

IMGVR_UViG_3300008709_000013|3300008709|Ga0113871_100137 13080:25726(+)

transcriptional regulator (CDS_0026)

integrase (CDS_0023) 28
2122 24 25 | 2772930
T OB HET =@ - DADED- 0D

MGV-GENOME-0258780 13083:25740(+)

transcriptional regulator (CDS_0026)
AbiD__AbiD (CDS_0024)
integrase (CDS_0023) 29
21 22 25 | 2728[30

;
#
i

IMGVR_UViG_3300007318_000002|3300007318|Ga0104925_100120 13081:26037(+)
transcriptional regulator (CDS_0026)

AbiD__AbiD (CDS_0024)
integrase (CDS_0023) 29

2122 25 | 2728]30

i
#
L

SRS011243 al ct372 13081:25982(+)
RecJ-like ssDNA exonuclease (CDS_0027)

CIM family subclass B1 metallo-beta-lactamase (NFO41441.1) (CDS_0024) transcriptional regulator (CDS_0031)
RelA (VF0287) (CDS_0026) AbiD__AbiD (CDS_0029) 34
2122 23 25 integrase (CDS_0028) 30 3233[ 39
[ B 0 I I g ey gy SN S (5 N o SO o S O S e W W o W

SRS022077_al_ct27237_vsO1 13083:31824(+)

transcriptional regulator (CDS_0025)
Serine protease (VF1055) (CDS_0021)  transcriptional repressor (CDS_0026)
integrase (CDS_0023) 27
endolysin (CDS_0020) 22 24 T28

y
|

IMGVR_UViG_3300008503_000021|3300008503|Ga0111013_100147 13071:25900(+)

transcriptional regulator (CDS_0027)

FS_Sma__Sma (CDS_0023)
endolysin (CDS_0020) integrase (CDS_0025) 29
21 22 24 26 | 2873031
/b H¢—CHEETEE-HHEBDE D

MGV-GENOME-0232252 13081:26134(+)

transcriptional repressor (CDS_0022)
transcriptional regulator (CDS_0021)
20 [ |2324

uvig_444820_ 13074:21287(+)

metallo-protease (CDS_0023)
integrase (CDS_0022) 25 28
endolysin (CDS_0020) 21 | 24 T2627]

SAMEA2738166_b1 cté_vs2 13073:24640(+)

metallo-protease (CDS_0022)
endolysin (CDS_0020) 24 27
integrase (CDS_0021) 23 |25 26]

!ﬁ

MGV-GENOME-0220652 13073:24712(+)

abortive infection resistance protein (CDS_0023)
metallo-protease (CDS_0025)
Autolysin (VF0143) (CDS_0020) 27 29
2122  integrase (CDS_0024) 26 |28 | 30

]
=

IMGVR_UViG_3300045988_109186|3300045988|Ga0495776_061522 13080:25485(+)

tail fiber protein and host specificity (CDS_0014) endolysin (CDS_0020) Retron_VI_HTH (CDS_0026)
holin (CDS_0018) 2122 23 2425 2728

;#

| MGVR_UViG_3300006250_000200|3300006250\5009939 1.100402|7687-38334 11004:23825(+)

ABC transporter (VF0818) (CDS_0023)
endolysin (CDS_0020)
2122 24 25 26 27 28 29 30

;ﬁ

SRS146996_al ct21229 vs1 13069:28021(+)

endolysin (CDS_0020)
CDS_0021

!#

MGV-GENOME-0195532 13066:21153(+)

transcriptional regulator (CDS_0023)
AbiD__AbiD (CDS_0021) 25
20 22 24 12627 28

[y
O

SRS024021 al ct15547_vs1 11005:23560(+)

7000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
— |

Defence Virulence AMR
N I I



