DNA methyltransferase (CDS_0078)

cysH_IV-B_1 (CDS_0075) metal-dependent phosphohydrolase (CDS_0082)
CDS_0071 polynucleotide kinase (CDS_00 74) CDS+0076 CDS_0081
RNA ligase (CDS_0072) CDS_0073 | CDS_0077 CDS_0079 CDS_0080] Erf-like ssDNA annealing protein (CDS_0083)
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MGV-GENOME-0346702 39949:50032(+)

DNA methyltransferase (CDS_0082)
DNA methyltransferase (CDS_0081)
CDS.0083 | CDS_0079
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MGV-GENOME-0369799 63613:73698(-)

DNA methyltransferase (CDS_0080)
82 81 79 78 73
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IMGVR_UViG_3300045988_135382|3300045988|Ga0495776_156849 61836:72314(-)

DNA methyltransferase (CDS_0083)
CDS_0084 DNA methyltransferase (CDS_0082)

IMGVR_UViG_3300045988_147405|3300045988|Ga0495776_163772 62029:72112(-)

CDS_0049 DNA methyltransferase (CDS_0047)
~ CDS_0048
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MGV-GENOME-0370144 41521:51617(-)

DNA methyltransferase (CDS_0081)
Dl\Wmethyltransferase (CDS_0079)
DNA methyltransferase (CDS_0080) CDS_0078

uvig_183506 63067:73282(-)

DNA methyltransferase (CDS_0081)
CDS_0083
~CDS_0082 CDS_0080

|
g

MGV-GENOME-0373697 62933:73412(-)

DNA methyltransferase (CDS_0078)
CDS_0077
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MGV-GENOME-0373667 62073:72156(-)

DNA methyltransferase (CDS_0089)
DNA methyltransferase (CDS_0090)
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MGV-GENOME-0353390 49215:59261(+)

DNA methyltransferase (CDS_0056)
DNA methyltransferase (CDS_0055)
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MGV-GENOME-0373437 49693:59777(-)

DNA methyltransferase (CDS_0085)
DNA methyltransferase (CDS_0084)
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uvig 41876 64247:74291(-)

phosphoadenosine phosphosulfate reductase (CDS_0082)
87 81 80 79 78
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MGV-GENOME-0373420 63067:73848(-)

CDS_0032 DNA methyltransferase (CDS_0030)
phosphoadenosine phosphosulfate reductase (CDS_0033)  €DS_0031
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MGV-GENOME-0358563 21058:31708(-)

phosphoadenosine phosphosulfate reductase (CDS_0039)
CDS_0038
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uvig_383939 22279:30760(-)
84 83 82 81 DNA methyltransferase (CDS_0080)

uvig_537959 63742:74930(-)
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94 95 96 DNA methyltransferase (CDS_0097)

MGV-GENOME-0356515 50787:61973(+)

phosphoadenosine phosphosulfate reductase (CDS_0089)
90 88 87 DNA methyltransferase (CDS_0086)
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uvig 50345 70351:81537(-)
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54 53 52 DNA methyltransferase (CDS_0051)

MGV-GENOME-0376606 44657:55945(-)

DNA methyltransferase (CDS_0084)
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MGV-GENOME-0369035 64248:75540(-)
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MGV-GENOME-0373586 64242:75534(-)

DNA methyltransferase (CDS_0049)
CDS_0047
CDS_0045 CDS_0046 CDS_0048 CDS_0050
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uvig_201250 24904:35475(+)

DNA methyltransferase (CDS_0056)
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MGV-GENOME-0372889 45826:57154(-)
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86 85 84 DNA methyltransferase (CDS_0083)

uvig 580733 64308:75597(-)

DNA methyltransferase (CDS_0084)
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MGV-GENOME-0375451 62886:74178(-)
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MGV-GENOME-0373365 61285:72578(-)

DNA methyltransferase (CDS_0086)
89 88 87 85

IMGVR _UViG_2513237329 000013|2513237329|2513271012(219974-347224 63660:74952(-)
66 65 64 63 DNA methyltransferase (CDS_0062)

MGV-GENOME-0372559 54200:65492(-)
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61 60 59 DNA methyltransferase (CDS_0058)

MGV-GENOME-0371521 47508:58798(-)
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85 84 | 82 DNAmethyltransferase (CDS_0081)

IMGVR_UViG_3300045988_139632|3300045988|Ga0495776_156861 62032:73173(-)

phosphoadenosine phosphosulfate reductase (CDS_0033)
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34 T 31 DNA methyltransferase (CDS_0030)
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uvig_167357 17081:28222(-)

CDS_0084
CDS_0086
CDS_0082 CDS_0083 T CDS_0087

MGV-GENOME-0361728 41558:52405(+)
84 83 82 81 80

MGV-GENOME-0873577 62004:73296(-)
72 7170 69 68

MGV-GENOME-0372817 53820:65114(-)
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MGV-GENOME-0368836 37070:48364(-)
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MGV-GENOME-0373594 62279:73572(-)

©
o
N
e

88 87 86 85 84

MGV-GENOME-0373650 63572:75299(-)

DNA methyltransferase (CDS_0087)
CDS_0085
CDS_0083 CDS_0084 | CDS_0088

MGV-GENOME-0343550 42402:53589(+)
CDS_0081

MGV-GENOME-0373524 63474:71569(-)

phosphoadenosine phosphosulfate reductase (CDS_0082)
81 80 79 DNA methyltransferase (CDS_0078)
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IMGVR_UViG_3300045988_147179|3300045988|Ga0495776_163669 61592:73347(-)

phosphoadenosine phosphosulfate reductase (CDS_0078)
77 76 75 74 DNA methyltransferase (CDS_0073)
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uvig 83073 59989:71843(-)

phosphoadenosine phosphosulfate reductase (CDS_0085)
84 83 82 81 DNA methyltransferase (CDS_0080)
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MGV-GENOME-0376493 62660:74517(-)
phosphoadenosine phosphosulfate reductase (CDS_0052) 51 50 49 48 47 46

MGV-GENOME-0364344 30709:42568(-)

RNA ligase (CDS_0070)
69 65 64 63 62 61
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MGV-GENOME-0372355 54037:65895(-)
84 83 82 81 DNA methyltransferase (CDS_0080)

Rampelli_ HCO_70_NODE _20_length_131725_cov_7.896780 63744:74892(-)
78 77 76 75 DNA methyltransferase (CDS_0074)

MGV-GENOME-0372668 53807:64991(-)
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MGV-GENOME-0373720 63683:74870(-)

phosphoadenosine phosphosulfate reductase (CDS_0092)
DNA methyltransferase (CDS_0087)
93 91 90 89 88 86
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uvig_106429 72520:84277(-)

DNA methyltransferase (CDS_0084)
CDS_0086 CDS_0085 DNA methyltransferase (CDS_0083)

MGV-GENOME-4435252 64226:75518(-)

CDS_0068
CDS_0066 CDS_0067 DNA methyltransferase (CDS_0069)

MGV-GENOME-0363972 33894:45213(+)

DNA methyltransferase (CDS_0084)
CDS_0086 CDS_0085 DNA methyltransferase (CDS_0083)

uvig 407273 64187:75482(-)

phosphoadenosine phosphosulfate reductase (CDS_0068)
DNA methyltransferase (CDS_0067)
CDS_0069 \ DNA methyltransferase (CDS_0066)
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uvig 179609 45798:57117(-)

CDS_0051
CDS_0053 CDS_0052 DNA methyltransferase (CDS_0050)

MGV-GENOME-0370157 41187:52481(-)

phosphoadenosine phosphosulfate reductase (CDS_0094)
DNA methyltransferase (CDS_0091)
93 92 DNA methyltransferase (CDS_0090)
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CDS_0084 DNA methyltransferase (CDS_0082)
CDS_0085 €DS_0083
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IMGVR_UViG_3300045988_145538|3300045988|Ga0495776_034524 63634:74820(-)

CDS_0040
CDS_0042CDS_0041 CDS 0039

MGV-GENOME-0353780 21330:32619(-)

CDS_0048 DNA methyltransferase (CDS_0046)
CDS_0049  CDS_0047
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uvig_504622 30921:42107(-)

phosphoadenosine phosphosulfate reductase (CDS_0034)
DNA methyltransferase (CDS_0035)
DNA methyltransferase (CDS_0036)

\
*

uvig 497552 18988:30278(+)

CDS_0085
€DS_0084
CDS_0089 CDS 0086 | CDS_0083

MGV-GENOME-0374340 63327:74960(-)
CDS_0043CDS_0042 DNA methyltransferase (CDS_0040)

MGV-GENOME-0341466 22324:32857(-)

CDS_0082 DNA methyltransferase (CDS_0080)
CDS_0083 EDS_0081
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IMGVR_UViG_3300045988_138946|3300045988|Ga0495776_174208 61738:73029(-)

DNA methyltransferase (CDS_0084)
87 86 85 83

uvig 408737 64352:75645(-)
CDS_0068  CDS_0069

uvig 62256 33780:44310(+)
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MGV-GENOME-0373156 56600:68220(-)
RNA ligase (CDS_0090) 85 84 83 82 81

IMGVR_UViG_3300029359_000341|3300029359|Ga0243835_1000029|25854-158874 63438:75190(-)

CDS_0083 DNA methyltransferase (CDS_0081)
CDS 0084  CDS 0082
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IMGVR_UViG_3300029779_000322|3300029779|Ga0243834_1000028|53248-186275 63439:75190(-)

CDS_0080
CDs 0081 CDs.0079

MGV-GENOME-0373714 61949:72600(-)
113 112 111110 DNA methyltransferase (CDS_0109)

uvig 255816 85098:96958(-)
RNA ligase (CDS_0065)
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MGV-GENOME-0364883 35087:46842(+)
CDS_0064

MGV-GENOME-0344999 32806:40782(+)
CDS_0077
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MGV-GENOME-0373443 60224:69115(-)
CDS 0081
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MGV-GENOME-0373555 63650:73366(-)
CDS_ 0082
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SAMNO5414994 a1 ct15739 63814:72708(-)

phosphoadenosine phosphosulfate reductase (CDS_0086)
92 7 85 84 83 82 81
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MGV-GENOME-0375847 61796:74187(-)

HNH endonuclease (CDS_0089)
RNA ligase (CDS_0087) 83 82 81 80 79

MGV-GENOME-0373583 63627:75994(-)

phosphoadenosine phosphosulfate reductase (CDS_0082)
phosphoadenosine phosphosulfate reductase (CDS_0084)
83 \ 81 80 DNA methyltransferase (CDS_0079)
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uvig 503228 63627:76220(-)

phosphoadenosine phosphosulfate reductase (CDS_0068)
69 67 66 DNA methyltransferase (CDS_0065)
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uvig 178164 60514:70413(-)

metal-dependent phosphohydrolase (CDS_0032)
41 40 39 38 DNAmethyltransferase (CDS_0037) T 31 30

MGV-GENOME-0365446 31743:44391(-)
RNA ligase (CDS_0095)

CDS_0096 CDS_0089 DNA methyltransferase (CDS_0087)
CDS_0097 CDS_0090  CDS_0088
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uvig_380554 69057:80742(-)

CDS_0049 phosphoadenosine phosphosulfate reductase (CDS_0044)
CDS_O@Tphosphoadenosine phosphosulfate reductase (CDS_0045) CDS_0043 CDS_0042

uvig_24504 23223:34793(-)
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