virion structural protein (CDS_0046) CDS_0053 CDS_0056
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uvig_267894 55373:74995(+)
CDS_0048

MGV-GENOME-0375509 51311:70330(+)
CDS_0047

uvig_82535 53715:72437(+)
CDS_0116

MGV-GENOME-0358844 56971:75157(-)
CDS_0048

MGV-GENOME-0374772 51919:70075(+)
CDS_0050 CDS_0055

MGV-GENOME-0376201 58466:77515(+)
CDS_0053 CDS_0054

MGV-GENOME-0376244 57733:76018(+)
CDS_0012

uvig_285390 11774:29656(+)
CDS_0015

uvig 290869 13789:32526(+)

CDS_0051 CDS_0053
cbs_0052
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MGV-GENOME-0376348 55209:73354(+)
CDS_0053 CDS_0054

MGV-GENOME-0375976 58843:77160(+)
CDS_0013 CDs_0015

uvig_185261 15663:33124(+)
CDS_0044

MGV-GENOME-0376108 55848:73869(+)
CDS_0053CDS 0054 cas12f2_V-F_2 (CDS_0056)
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IMGVR_UViG_3300045988_087936|3300045988|Ga0495776_009852 56038:75655(+)
virion structural protein (CDS_0048) CDS_0052 CDS_0055

IMGVR_UViG_3300045988_091198|3300045988|Ga0495776_009478 57994:76353(+)
CDS_0049 CDS_0050

uvig_36091 55527:73688(+)
anti-repressor Ant (CDS_0046) CDS_0047
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MGV-GENOME-0375756 53500:71675(+)
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MGV-GENOME-0376142 51872:70094(+)
CDS_0013 anti-repressor Ant (CDS_0014)

MGV-GENOME-0358015 12371:30556(+)
CDS_0045 CDS_0046

MGV-GENOME-0375380 52771:70925(+)
CDS_0101 anti-repressor Ant (CDS_0100)

MGV-GENOME-0362608 52847:71033(-)
CDS_0049 CDS_0050

IMGVR_UViG_3300029861_000001|3300029861|Ga0245310_100099 52829:71976(+)

CDS_0048 CDS_0049 CDS_0054

IMGVR_UViG_3300045988_089485|3300045988|Ga0495776_009663 53705:71774(+)

CDS_0048 CDS_0049

uvig 207253 53705:71774(+)
CDS_0047 CDS_0049

MGV-GENOME-0376510 55181:74254(+)
CDS_0049

IMGVR_UViG_3300045988_073506|3300045988|Ga0495776_138284 55181:74254(+)
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CDS_0047 CDS_0052

IMGVR_UViG_3300030462_000005|3300030462|Ga0238597_10001 56471:76149(+)
CDS_0049

IMGVR_UViG_3300045988_086544|3300045988|Ga0495776_119941 55979:74300(+)

CDS_0052

IMGVR_UViG_3300045988_087407|3300045988|Ga0495776_001978 55440:75879(+)
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uvig_201385 54589:75846(+)
CDS_0055

MGV-GENOME-0376232 57871:77854(+)
CDS_0053

uvig_558502 58775:77764(+)
CDS_0044

MGV-GENOME-0375870 50114:69207(+)
CDS_0050 CDS_0051

MGV-GENOME-0376004 55889:74974(+)
CDS 0051

IMGVR_UViG_3300045988_076662|3300045988|Ga0495776_009837 52931:71996(+)
transposase (CDS_0054) CDS_0055

IMGVR_UViG_3300045988_088996|3300045988|Ga0495776_009383 57440:78176(+)
CDS_0052 CDS_0053

IMGVR_UViG_3300008622_000013|3300008622|Ga0111363 100034 57300:76290(+)
anti-repressor Ant (CDS_0047)CDS_0048

uvig 188276 51076:69854(+)
CDS_0047CDS_0048

MGV-GENOME-0375950 51076:69293(+)
transposase (CDS_0045) CDS_0050

uvig_260049 55832:75150(+)
transposase (CDS_0053)

uvig 563287 57451:76894(+)
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IMGVR_UViG_3300029855_000001|3300029855|Ga0245295_1000114 56714:75013(+)
CDS_0045 CDS_0051

MGV-GENOME-0375927 51060:69706(+)

cas12f2_V-F_2 (CDS_0050)
CDS_0051
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MGV-GENOME-0374059 55001:74749(+)
CDS_0054 CDS_0055

IMGVR_UViG_3300045988_087436|3300045988|Ga0495776_009443 58256:78703(+)
HNH endonuclease (CDS_0007) CDS_0009

MGV-GENOME-0358760 252:19859(+)
CDS_0007 CDS_0008 HNH endonuclease (CDS_0009) CDS_0014
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IMGVR_UViG_3300045988_094690|3300045988|Ga0495776_009678 56489:78153(+)
endonuclease (CDS_0048) HNH endonuclease (CDS_0049) CDS_0054 CDS_0055

IMGVR_UViG_3300035658_000027|3300035658|Ga0134396_00012 51389:73119(+)
CDS_0052 CDS_0053

IMGVR_UViG_3300045988_076373|3300045988|Ga0495776_009363 51387:73117(+)

CDS_0047
| cDs_0048

IMGVR_UViG_3300029410_000001|3300029410|Ga0242843_100077 56284:73406(+)

CDS_0056

SRS024435_al _ct45063 vs01 61157:79409(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0052)
CDS_0051 CDS_0053

uvig_94927 57427:78936(+)

CDS_0050 CDS_0052
CDS_0044 HNH endonuclease (CDS_0045) CDs_0051 CDS_0053

MGV-GENOME-0376087 52006:75335(+)

CDS_0053 CDS_0056
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IMGVR_UViG_3300045988_094913|3300045988|Ga0495776_119900 57727:77409(+)
CDS_0053

MGV-GENOME-0376013 57727:77409(+)
cas12f2_V-F_2 (CDS_0054)

IMGVR_UViG_3300045988_118677|3300045988|Ga0495776_002008 66168:83275(+)
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IMGVR_UViG_3300045988_095162|3300045988|Ga0495776_009781 62882:78469(+)
cas12f2 V-F_2(CDS_0050) CDS_0053

IMGVR_UViG_3300045988_069794|3300045988|Ga0495776_138301 56774:74339(+)

CDS_0050

MGV-GENOME-0376481 59245:75742(+)
CDS_0056 head decoration protein (CDS_0062)

uvig_548350 62871:81388(+)
HNH endonuclease (CDS_0056)

IMGVR_UViG_3300045988_091179|3300045988|Ga0495776_119979 64454:81130(+)
HNH endonuclease (CDS_0056)

uvig 212204 60341:80305(+)
HNH endonuclease (CDS_0052)

IMGVR_UViG_3300045988_074598|3300045988|Ga0495776_001838 59655:78421(+)

CDS_0061 CDS_0062

MGV-GENOME-0375289 62057:81575(+)
HNH endonuclease (CDS_0120) CDS_0119 CDS_0112

MGV-GENOME-0363064 57413:77562(-)

CDS_0053
CDS_0052

SRS016437_al_ct2719_vs1 58937:78977(+)

CDS_0056
CDS_0055

SRS148511 al ct20628_vsO1 57221:75947(+)

CDS_0053
CDS 0052

MGV-GENOME-0375576 56333:77921(+)

CDS_0055
CDS_0054

MGV-GENOME-0376091 60283:78564(+)

CDS_0055
CDS_0054 head decoration protein (CDS_0061)

IMGVR_UViG_3300045988_088318|3300045988|Ga0495776_009673 60283:78564(+)

CDS_0053

IMGVR_UViG_3300045988_099662|3300045988|Ga0495776_119871 60956:79728(+)
transposase (CDS_0052)

uvig 545113 57348:75801(+)

transposase (CDS_0018)
CDS_0019
| cDbs_0020
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uvig_246972 18439:38129(+)
CDS_0054  head decoration protein (CDS_0057)

uvig_266777 62371:78109(+)
CDS_0049

MGV-GENOME-0375515 53163:72581(+)

CDS_0050
CDS_0049 | CDS 0051

MGV-GENOME-0376185 55302:73483(+)

ESAT-6/CFP-10 (VF0310) (CDS_0057)
CDS_ 0056 | CDS 0058

MGV-GENOME-0376331 62507:81047(+)

CDS 0020
CDS 0015

uvig_243761 17959:33524(+)

CDS_0050
CDS_004%

uvig_268570 56247:74825(+)
CDS_0049 CDS_0050

IMGVR UViG_3300007921 000003|3300007921/Ga0111562 100034 55264:73934(+)
CDS_0054

IMGVR_UViG_3300045988_085594|3300045988|Ga0495776_009431 59390:77313(+)
CDS_0049 CDS_0050

IMGVR_UViG_3300045988_097643|3300045988|Ga0495776_009416 55264:73935(+)
CDS_0054

MGV-GENOME-0376122 58851:77204(+)
cas12f2_V-F_2(CDS_0057) CDS_0058

IMGVR_UViG_3300045988_079872|3300045988|Ga0495776_138295 61138:80756(+)
CDS_0055

uvig 48745 60487:79269(+)
CDS_0049 CDS_0050

IMGVR_UViG_3300045988_063117|3300045988|Ga0495776_009417 55264:73934(+)
cas12f2_V-F_2 (CDS_0057) CDS_0058

uvig_151325 61138:79695(+)
CDS_0087

MGV-GENOME-4431746 48376:63929(-)
CDS_0053

MGV-GENOME-0375897 59047:79569(+)

CDS 0112
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MGV-GENOME-0359902 55752:76949(-)

CDS_0050
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IMGVR_UViG_3300029708_000001|3300029708|Ga0245189_100098 56795:77991(+)

HNH endonuclease (CDS_0014)

uvig 185883 13133:31162(+)
CDS_0021

MGV-GENOME-0362789 16320:34641(+)
CDS_0052

uvig 571142 57580:73152(+)
CDS_0054

MGV-GENOME-0376332 58878:75288(+)
CDS_0017

MGV-GENOME-0351841 19485:34489(+)

CDS_0077
| cps_oo076

MGV-GENOME-0350674 43642:59214(-)
cas12f2_V-F_2 (CDS_0015)

MGV-GENOME-0354665 16922:33184(+)
cas12f2_V-F_2 (CDS_0048)

IMGVR_UViG_3300045988_079494|3300045988|Ga0495776_138320 58444:75266(+)

CDS.0109

MGV-GENOME-0357186 55061:72358(-)
CDS_0032

IMGVR_UViG_3300045988_047203|3300045988|Ga0495776_089019 38387:55684(+)

CDS_0098

MGV-GENOME-4431494 52047:70236(-)
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CDS_0055

uvig_249541 60351:75811(+)
CDS_0054

MGV-GENOME-0377031 59394:76218(+)
CDs_0016

uvig_249251 16895:31794(+)
CDS_0081

MGV-GENOME-0352382 46561:61523(-)
HNH endonuclease (CDS_0056)

IMGVR_UViG_3300045988_075617|3300045988|Ga0495776_081035 65328:80820(+)

CDS 0077
CDS_0078 | CDS_0076

uvig 145774 44077:59601(-)

CDS_0050
T cDs.0053 CDS.0054

MGV-GENOME-0376300 55158:70749(+)

cas12f2 V-F_2 (CDS_0054)
CDS_0056
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IMGVR_UViG_3300045988_111929|3300045988|Ga0495776_009365 61217:78760(+)

cas12f2_V-F_2 (CDS_0059)
CDS_0055 CDS_0056 CDS_0060

MGV-GENOME-0376924 63528:84519(+)
transposase (CDS_0056)

uvig 489649 60055:78022(+)
CDS_0060

MGV-GENOME-0371737 63365:82193(+)
CDS_0052 CDS_0053 CDS_0056 CDS_0057

IMGVR_UViG_3300029709_000001|3300029709|Ga0245177_100115 56773:78381(+)
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