HNH endonuclease (CDS_0177) homing endonuclease with GIY-YIG motif (CDS_0185)

CDS 0178 CDS 0181  HNH endonuclease (CDS_0184) CDS 0188
cbs_0179 CDs.0182 CDS_0186
CDS 0176 | ~]cDs_0180 | Jcps.0183 "CDS$_0187| CDS_0189 CDS_0190 CDS_0191 CDS_0192 CDS_0193
G —add {Q — —C K] X K H——

IMGVR_UViG_3300029770_000001|3300029770|Ga0168716_100054 156354:169075(+)

homing endonuclease with GIY-YIG motif (CDS_0169)
HNH endonuclease (CDS_0168)

&< —adEm 4 — —& ] — K -
IMGVR_UViG_3300045988_060346|3300045988|Ga0495776_014864 148968:161166(+)
CDS_0175

CDS_0173  [CDS_0176 homing endonuclease with GIY-YIG motif (CDS_0177)

< aEE——@E= —&C KK — K —-

IMGVR_UViG_3300045988_049866|3300045988|Ga0495776_014881 150889:162815(+)

homing endonuclease with GIY-YIG motif (CDS_0178)
HNH endonuclease (CDS_0177) CDS_0182

< —aAaEm | — —& K — K -

MGV-GENOME-0378265 152142:164307(+)

homing endonuclease with GIY-YIG motif (CDS_0178)
HNH endonuclease (CDS_0177) CDS_0179

d—@@@———¢—@—@E—aEE K [ 3 —-_

uvig 336112 149926:161551(+)
CDS_0171 HNH endonuclease (CDS_0173)

¢—a&E—C 14 | K] — 3 —-Ca

MGV-GENOME-0378450 150463:161516(+)

homing endonuclease with GIY-YIG motif (CDS_0179)
177 180 181 182 183 188

&< aEE< ————@——@Eadd " K ——Ca

IMGVR_UViG_3300045988_049933|3300045988|Ga0495776 031953 153320:165593(+)

homing endonuclease with GIY-YIG motif (CDS_0175)

CDS 0178
CDS_0177| CDS.0179
acad \ O H K H—X
IMGVR_UViG_3300045988_059044(3300045988|Ga0495776_014896 152722:163144(+)
CDS 0178
CDS_0177| CDS 0179
IMGVR_UViG_3300045988_030960|3300045988|Ga0495776_014879 152336:163298(+)
CDS_0166
CDS 0167
CDS.0165 | | CDS 0168
aa \ O < K ——X
MGV-GENOME-0377346 135283:145706(+)
HNH endonuclease (CDS_0175) CDS_0180
HNH endonuclease (CDS_0174) CDS 0179EDS 0181 CDS 0182

IMGVR_UViG_3300045988_060306|3300045988|Ga0495776_149879 151540:163029(+)

CDS_0132 CDS_0138

¢ @ T———C @& XK1 < |

MGV-GENOME-0365805 78600:89664(+)

CDS_0024

d—&C @ a————C a3 K — |

uvig 222970 8758:19822(-)

CDS_0021

a—aC ——a@amd | KK < K l

MGV-GENOME-0376025 7272:18481(-)

CDS_0170

d—CE— @@ a———C —& K < |

IMGVR_UViG_3300045988_060334|3300045988|Ga0495776_031913 148405:158716(+)

homing endonuclease with GIY-YIG motif (CDS_0177)
CDS_0175 CDS_0178

| —adEEC ——K ~ —&C K — 8

IMGVR_UViG_3300045988_025248|3300045988|Ga0495776_031991 152165:163853(+)

homing endonuclease with GIY-YIG motif (CDS_0177)
CDS_0178

K aEEmC —— B —EC K — K

IMGVR_UViG_3300045988_032984|3300045988|Ga0495776_031980 152049:163737(+)

CDS_0169
“|cps_0170

¢—(@@@—@ @l —& K [ 8 )

IMGVR_UViG_3300045988_051364|3300045988|Ga0495776_015091 144669:154523(+)
CDS_ 0178 CDS_0181 CDS_0186

¢—(@@d— H—@E& K] "D

IMGVR_UViG_3300045988_051330|3300045988|Ga0495776_119749 151330:161726(+)

i

CDS_0178

¢—@d—C H——@&aC K]

MGV-GENOME-0377896 151330:161726(+)

I

—

CDS_ 0186
CDS_ 0182 CDS_0185

¢—ad@ (K @& K — K —-aad

IMGVR_UViG_3300045988_060354|3300045988|Ga0495776_049193 154889:165235(+)
CDS_0170

a¢—adad A* a1+ < K —-d

uvig 176508 146621:156614(+)

CDS_ 0170
“[cps. 0171

a¢—ad&m HEE——@& K — K -

IMGVR_UViG_3300045988_040886|3300045988|Ga0495776_137431 148675:159340(+)

CDS_0182
cDs_0181

ad&m | —@E- [ K O

IMGVR_UViG_3300045988_049512|3300045988|Ga0495776_031988 153697:163788(+)

CDS_0170
CDS_0169 CDs_0171

aca — —OE-G-4 — 3 —

uvig 103579 133960:144484(+)

CDS_0180
CDS_70173 endonuclease (CDS_0184)
aaa—C A - < ( H <

IMGVR_UViG_3300045988_052797|3300045988|Ga0495776_014600 154375:164982(+)

CDS_0181 HNH endonuclease (CDS_0183)
—\EDS_0182 homing endonuclease with GIY-YIG motif (CDS_0184)

a—adai @ ——EC K K ——C

IMGVR_UViG_3300045988_042492|3300045988|Ga0495776_014631 156041:167870(+)

CDS_0136 HNH endonuclease (CDS_0138)
HNH endonuclease (CDS_0130) —\EDS_0137 homing endonuclease with GIY-YIG motif (CDS_0139)

KC—aEm= (G —@—E K [ K —-a

uvig 511192 100640:113102(+)

CDS 0166
7[CDS 0167 HNH endonuclease (CDS_0168) CDS_0172
| | |
& —adE=<C —@ \ { KX | < K —-C
IMGVR_UVIG 3300045988 051271|33000459881Ga0495776 014858 146976:159797(+)

CDS_0185
CDS_ 0184 CDS 0186

ad K —OEK | — 8 H ad

IMGVR_UViG_3300045988_052746|3300045988|Ga0495776_049191 154854:166504(+)

homing endonuclease with GIY-YIG motif (CDS_0181)

HNH endonuclease (CDS_0177) CDS_0182
—@@dEm<C —C KK —EKEC KK | X ( H—
IMGVR_UViG_3300045988_051322|3300045988|Ga0495776_014653 154845:166856(+)
CDS_0158 CDS_0161CDS_0162
Vil ]
aa—d 4 K } — ( H—X

MGV-GENOME-0374839 126947:137244(+)

CDS_0121
CDS 0120| CDS_0122

acdm ¢ S O < 3 —

uvig 91797 80008:89980(+)

CDS 0170
CDS_0169 | CDS_0171

ad™d | o< < K ——C

IMGVR_UViG_3300045988_051315|3300045988|Ga0495776_137373 147775:157715(+)

CDS_0148 CDS_0149

¢—ad&@ K — K —a

MGV-GENOME-0374178 120403:130423(+)

CDS_0021 CDS_0019
~€DS_0020 CDS 0018

ad L O < § ———

uvig 326768 5639:15442(-)

CDS 0173
CDS_0172

- A& ¢ a-4@ [ 3 —7a

IMGVR_UViG_3300029536_000001|3300029536]Ga0244918_100042 153664:163847(+)

homing endonuclease with GIY-YIG motif (CDS_0147)

CDS_0148
¢—a@d&@d 4 4 H K ——X
uvig 115888 117981:127854(+)
CDS_0165
CDS_0164
Vil
co—@d ¢ ad < ( H——XK
IMGVR_UViG_3300045988_061580|3300045988|Ga0495776_137395 143829:154033(+)
CDS 0175
CDS_0171 CDS 0172 CDS 0174 CDS 0176
Vil
¢C —aAEd ¢ ¢d@ — ( H—
IMGVR _UViG_3300045988_052643|3300045988|Ga0495776_137345 148460:158702(+)
CDS 0165 CDS 0167 CDS_0172 CDS 0173
cC—aG—«a<d ¢ @K < ( H &

MGV-GENOME-0377267 148244:159314(+)
k 5000 nt 1

DNA, RNA and nucleotide metabolism unknown function



