tail assembly chaperone (CDS_0017)
major tail protein (CDS_0012)

tail Ieﬁgth tape measure protein (CDS_0018) minor tail protein (CDS_0025) 36
13 14 15 16 | \ 19 20 21 22 2324 26 27 28 31 32 333435[37 38

uvig 295218 6956:23869(+)

19 20 21 22 232425 26 27 28 holin (CDS_0029)
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IMGVR_UViG_3300029114_000269|3300029114|Ga0168819_100347[13854-51452 6923:23418(+)

minor tail protein (CDS_0024) 35
19 20 21 22 23 [2526 27 28 29  holin(CDS_0030) 33 34] 36
O OO ) PDE-GOGE@ETH! o K K 0D

uvig 418911 6956:24483(+)

tail length tape measure protein (CDS_0018)

14 19 20 21 2223 24 25 27 holin (CDS_0028) 30 31
IMGVR _UViG_3300014947_000006|3300014947|Ga0169813 100691 6963:24661(+)
minor tail protein (CDS_0023) SoFic__SoFic (CDS_0031)
18 19 20 21 22T2425 26 27 28 holin (CDS_0029) 32 34 35 36

SAMEA2580099_a1l_ct831 6927:25622(+)

18 19 20 21 22
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IMGVR_UViG_3300045988_130101|3300045988|Ga0495776_127434 6927:21756(+)

tail terminator (CDS_0011)

tail length tape measure protein (CDS_0018) 19 20 21 22 MMB_gp29_gp30__gp29 (CDS_0024)
MGV-GENOME-0233208 6562:20696(+)
CDS_0019
tail length tape measure protein (CDS_0018) CDS_0020
MGV-GENOME-0229083 6562:19888(+)
19 20 21 22 23

uvig 132353 6919:21743(+)
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