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MGV-GENOME-0197637 5339:14026(+)
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MGV-GENOME-0206942 5342:1808 18089(+)

tail length tape measure protein (CDS_0012)
10 11 1314 15 16 Siderophore-dependent iron uptake system (VF0738) (CDS_0017)

uV|g_274052 5342 15847(+)
10 11 12 1314 15 16 Siderophore-dependent iron uptake system (VF0738) (CDS_0017)
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uvig 113382 5341:21207(+)

ParA-like partition protein (CDS_0010) AgrA/AgrC (VF0793) (CDS_0014)
ParB-like partition protein (CDS_0011) VirR/VirS (VF0791) (CDS_0015)

\ 12 13 \ 16 17  Siderophore-dependent iron uptake system (VFO738) (CDS_0018)
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MGV-GENOME-0177407 5339:13396(+)
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MGV-GENOME-0176900 4055:10350(+)
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MGV-GENOME- 0159280 4076: 10715( )
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