polynucleotide kinase (CDS_0092)
DNA polymerase (CDS_0101)
94 99
91 939596 97 98 100 102 103

}]

uvig 281317 47091:53636(+)

20 HNH endonuclease (CDS_0013) deoxynucleoside monophosphate kinase (CDS_0008)
22 21 Ti‘? 18 17 16 15 14 12 11 10 9 76 5 4 3 2

[y

uvig 222026 2:16797(-)

DNA polymerase (CDS_0017)
19 HNH endonuclease (CDS_0014)
28 24 23 2221 20 |18 16 15 13 12 11 10 9 87 6 5 4 3 2 1

uvig 209300 2:16221(-)

DNA polymerase (CDS_0008)
10 HNH endonuclease (CDS_0005)
15 14 1312 11 ]9 7 6 4 3 2 1

=
#

uvig 289481 212:12348(-)

homing endonuclease (CDS_0016)
thymidylate synthase (CDS_0019)
NH endonuclease (CDS_0018), ATPase (CDS_0015) Menshen__NsnC_2661990395 (CDS_0002)
DNA polymerase (CDS_0020) ‘ 17 14 13 1211 10 9 8 7 6 5 4 3 1

:
#
£
{

uvig_196068 2:16610(-)

DNA polymerase (CDS_0078)
CDS_0079

i+

uvig_527908 39779:44669(+)

endonuclease (CDS_0011) HNH endonuclease (CDS_0004)
12 10 9 8 7 6 5 3 2 1

;#

uvig_510057 50:10258(-)

endonuclease (CDS_0007)
8 6 5 4 3 2 1

!%

uvig 121339 50:7240(-)

HNH endonuclease (CDS_0101)
91 92 93 949596 97 98 99 100 102 103 104 105 106

uvig 40588 43154:56861(+)

polynucleolide kinase (CDS_0026)
polynucleotide kinase (CDS_0025) HNH endonuclease (CDS_0011) deoxynucleoside monophosphate kinase (CDS_0006)
28 20 19 18 17 16 15 14 13 12 10 9 8 7 543 2 1

.
.

uvig 7241 2:15325(-)

DNA polymerase (CDS_0010) HNH endonuclease (CDS_0003)
11 9 8 7 6 5 4 2 1

#
#

uvig 279969 50:9485(-)

DNA polymerase (CDS_0018) HNH endonuclease (CDS_0011)
20 19 17 16 15 1413 12 10 9 8 7 6 54 3 2 1

%
#

uvig 877250 2:14768(-)

HNH endonuclease (CDS_0011)
21 20 19 18 17 16 15 14 13 12 10 9 8

~
o
5}
N
w
N
N

uvig 242427 2:15204(-)

DNA polymerase (CDS_0020) HNH endonuclease (CDS_0015) deoxynucleoside monophosphate kinase (CDS_0010)
21 19 18 17 16 14 13 12 11 98 7 6 5 4 3 2 1

#
:

uvig 75100 50:16469(-)

6000 nt 1
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