
MGV-GENOME-0120351 9748:17153(+)

CDS_0016
CDS_0017 CDS_0018 CDS_0019 CDS_0020 tail protein (CDS_0021)

MGV-GENOME-0111623 84:7489(-)

tail protein (CDS_0001)

MGV-GENOME-0107444 9679:16194(+)

CDS_0020

MGV-GENOME-0099132 1:6162(-)

CDS_0001

MGV-GENOME-0112949 98:6927(-)

tail protein (CDS_0001)

MGV-GENOME-0103052 9091:15860(+)

tail protein (CDS_0018)

MGV-GENOME-0079743 7389:13861(+)

CDS_0018

MGV-GENOME-0071444 3:6290(-)

CDS_0001

MGV-GENOME-0083072 57:6486(-)

virion structural protein (CDS_0001)

uvig_439491 79:6828(-)

CDS_0001

uvig_226126 7171:13787(+)

CDS_0017

uvig_584531 7569:14648(+)

CDS_0019

MGV-GENOME-0075202 3:6127(-)

virion structural protein (CDS_0001)

uvig_534896 2:6148(-)

CDS_0001

MGV-GENOME-0071359 7298:13291(+)

CDS_0017

uvig_91038 7546:12977(+)

CDS_0019

MGV-GENOME-0066253 3:5549(-)

CDS_0001

MGV-GENOME-0082898 3:6240(-)

CDS_0001

uvig_266934 8315:15251(+)

CDS_0018

MGV-GENOME-0097610 200:7136(-)

CDS_0001

MGV-GENOME-0089067 8985:14783(+)

CDS_0019

MGV-GENOME-0090331 2:5715(-)

CDS_0001

uvig_100634 8495:14812(+)

CDS_0018

Ma_2019_SRR341673_NODE_648_length_17066_cov_32.544119 9679:16968(+)

CDS_0020

MGV-GENOME-0081140 156:6858(-)

CDS_0001

MGV-GENOME-0080443 7278:13892(+)

CDS_0016

MGV-GENOME-0086244 7767:14530(+)

virion structural protein (CDS_0019) CDS_0020

MGV-GENOME-0077391 2:6492(-)

CDS_0001

MGV-GENOME-0065329 6386:12859(+)

CDS_0016

MGV-GENOME-0086664 3:6680(-)

CDS_0001CDS_0002

SRS104636_a1_ct29940_vs1 8890:15574(+)

CDS_0019

MGV-GENOME-0105278 171:6847(-)

CDS_0001

MGV-GENOME-0105103 3:6858(-)

CDS_0001CDS_0002

MGV-GENOME-0078944 1:6647(-)

CDS_0001CDS_0002

MGV-GENOME-0083469 307:6852(-)

CDS_0001

MGV-GENOME-0083786 78:6858(-)

CDS_0001CDS_0002

MGV-GENOME-0068723 6418:12971(+)

CDS_0015 CDS_0016

MGV-GENOME-0086800 117:7099(-)

colanic acid degradation (CDS_0001)CDS_0002

MGV-GENOME-0083257 7316:14141(+)

CDS_0018 CDS_0019

MGV-GENOME-0072458 1:6155(-)

CDS_0001CDS_0002

uvig_249139 7391:14246(+)

CDS_0018 virion structural protein (CDS_0019)

MGV-GENOME-0072531 76:6926(-)

tail spike protein (CDS_0001)CDS_0002

MGV-GENOME-0069571 7483:13154(+)

CDS_0018 CDS_0019

uvig_165668 7258:13825(+)

CDS_0017 CDS_0018

uvig_540475 136:6658(-)

CDS_0001CDS_0002

MGV-GENOME-0079719 389:7278(-)

CDS_0001CDS_0002CDS_0003

uvig_169476 6460:13133(+)

CDS_0016 CDS_0017

uvig_12194 111:6894(-)

CDS_0001CDS_0002

MGV-GENOME-0072018 2:6842(-)

CDS_0001CDS_0002CDS_0003

MGV-GENOME-0084756 1:6758(-)

CDS_0001CDS_0002CDS_0003

MGV-GENOME-0084342 211:7348(-)

CDS_0002CDS_0003CDS_0004

MGV-GENOME-0083135 294:6592(-)

CDS_0001CDS_0002

MGV-GENOME-0081984 7590:13957(+)

CDS_0018 CDS_0019

MGV-GENOME-0084043 7869:14329(+)

CDS_0020
CDS_0021

CDS_0022

SAMN09781787_a1_ct164115_vs1 9545:17468(+)

CDS_0016 CDS_0020 CDS_0021

MGV-GENOME-0101660 1:8182(-), 14004:15756(-)

CDS_0001CDS_0003
CDS_0004

CDS_0005CDS_0006 CDS_0019
CDS_0020

MGV-GENOME-0095972 1:7582(-), 14138:15331(-)

CDS_0001
CDS_0003

CDS_0004

virion structural protein (CDS_0005)

CDS_0021

uvig_444135_ 2410:12215(-)

CDS_0005CDS_0008

endolysin (CDS_0009)

CDS_0010
terminase (CDS_0011)

uvig_234362 2386:12097(-)

CDS_0005

uvig_383960 5866:14820(+)

CDS_0016

MGV-GENOME-0112154 5959:14415(+)

CDS_0016

IMGVR_UViG_3300045988_050130|3300045988|Ga0495776_080168 2434:11700(-)

CDS_0005

IMGVR_UViG_3300045988_048689|3300045988|Ga0495776_080209 6058:15336(+)

CDS_0017

uvig_137762 5521:1672(+)

CDS_0001 CDS_0002
CDS_0003

CDS_0015 CDS_0019

uvig_539114 7825:17976(+)

CDS_0017 CDS_0021 CDS_0022

uvig_481238 367:10526(-)

CDS_0001CDS_0002tail protein (CDS_0006)

MGV-GENOME-0128923 111:10255(-)

CDS_0001CDS_0002

MGV-GENOME-4353907 239:10698(-)

CDS_0001CDS_0002CDS_0006

MGV-GENOME-0123493 8300:17222(+)

CDS_0018 CDS_0019

SAMN10080922_a1_ct2691_vs1 8131:17396(+)

CDS_0017 CDS_0021 CDS_0022

uvig_401029 324:10617(-)

CDS_0001CDS_0002

MGV-GENOME-0138596 1:11376(-)

CDS_0001CDS_0002CDS_0003CDS_0007

uvig_374406 411:11241(-)

CDS_0001CDS_0002

SAMN03418265_a1_ct105028_vs1 6929:15613(+)

adaptor Ad4 (CDS_0018)

MGV-GENOME-0071279 6805:13283(+)

CDS_0014 adaptor Ad4 (CDS_0018)

uvig_307536 7738:13305(+)

CDS_0019

MGV-GENOME-0107228 268:8333(-)

CDS_0001

MGV-GENOME-0085047 7575:14420(+)

CDS_0019

OTU_6947 8361:15953(+)

CDS_0021

uvig_19911 111:7700(-)

CDS_0001

MGV-GENOME-0092604 1:6786(-)

CDS_0001

uvig_335231 8106:14726(+)

CDS_0020

MGV-GENOME-0088264 3:6689(-)

CDS_0001

SAMEA2737837_a1_ct74096_vs1 7102:13788(+)

CDS_0017

SAMN10290207_a1_ct1506_vs1 375:8704(-)

virion structural protein (CDS_0001)

uvig_315613 7730:14872(+)

CDS_0019

uvig_566804 7626:13703(+)

CDS_0019

MGV-GENOME-0080682 2:6460(-)

CDS_0001

SAMN00792076_a1_ct49014_vs1 7553:15212(+)

CDS_0019

uvig_325216 170:8126(-)

CDS_0001

MGV-GENOME-0107390 291:8105(-)

CDS_0001

uvig_294405 7547:15367(+)

CDS_0019

uvig_243465 7793:14725(+)

CDS_0018

MGV-GENOME-0088316 7231:14569(+)

CDS_0018

uvig_564586 39:7388(-)

CDS_0001

uvig_132822 2:7503(-)

CDS_0001CDS_0002

uvig_549748 155:6618(-)

CDS_0001

Monaco_MBA1736_NODE_58_length_14087_cov_16.415621 6910:14086(+)

CDS_0017

MGV-GENOME-0086319 1:6467(-)

CDS_0001CDS_0004

MGV-GENOME-0097729 8777:15405(+)

CDS_0019

MGV-GENOME-0107402 207:7293(-)

CDS_0001CDS_0002

MGV-GENOME-0102887 7746:15688(+)

CDS_0020 CDS_0021

uvig_583117 7441:13895(+)

CDS_0016 CDS_0017

SAMN09781767_a1_ct214769_vs1 2:6729(-)

CDS_0001CDS_0002

MGV-GENOME-0078200 8225:13825(+)

CDS_0019 CDS_0020

uvig_538891 8750:15812(+)

CDS_0018 CDS_0019 CDS_0020

MGV-GENOME-0119064 186:8102(-)

CDS_0001
CDS_0002

CDS_0003

uvig_46529 3:7692(-)

CDS_0001CDS_0006CDS_0007

IMGVR_UViG_3300045988_062861|3300045988|Ga0495776_020026 1:8398(-), 13961:17027(-)

CDS_0001
CDS_0002tail protein (CDS_0003) CDS_0015

CDS_0016
CDS_0017

MGV-GENOME-0117255 8559:2700(+)

tail protein (CDS_0017)

uvig_540860 1:7380(-), 11275:17020(-)

1 DNA polymerase (CDS_0013)18
19

2021

MGV-GENOME-0090443 6910:14793(+)

CDS_0010 CDS_0015 CDS_0016

MGV-GENOME-0063996 6910:12765(+)

adaptor Ad4 (CDS_0015) CDS_0016

SAMN05826530_a1_ct45996_vs1 90:7717(-)

colanic acid degradation (CDS_0001)
CDS_0002

adaptor Ad4 (CDS_0003)

MGV-GENOME-0056221 1:5097(-)

CDS_0001

MGV-GENOME-0050536 2:5243(-)

adaptor Ad4 (CDS_0001)

MGV-GENOME-0110283 1:7328(-), 10778:16421(-)

12 141719202122

5000 nt

DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover tail unknown function


