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endolysin (CDS_0025) 26 27 28 29 30 31 32

SAMN05826989_a1_ct25763_vs1 17729:25029(+)

endolysin (CDS_0025) 26 27 28 29 30 31

MGV-GENOME-0175965 18113:24060(+)
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endolysin (CDS_0025) 26 27 28 29 30 31
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MGV-GENOME-0182902 18113:25117(+)
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uvig_364381 18113:29995(+)

endolysin (CDS_0027) 28 29 30

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0031)

32 33
multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0034)

nitroreductase (CDS_0035) 36 37
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transcriptional regulator (CDS_0029)
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MGV-GENOME-0170985 17598:23336(+)
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nucleotide kinase (CDS_0030)
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MGV-GENOME-0188083 17763:25938(+)

DNA helicase (CDS_0025) 26
DNA helicase (CDS_0027)
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nucleotide kinase (CDS_0029)

30 31
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