
IMGVR_UViG_2791355397_000001|2791355397|2791395327 17368:32156(+)

20 21 22 23 24 25 26
PhoH-like phosphate starvation-inducible (CDS_0027)

28 29
30

31
32

33 34 35 36 37
DnaB-like replicative helicase (CDS_0038)

MGV-GENOME-0369545 17000:32364(+)

19 21 22 27 28
29

30
31

32

IMGVR_UViG_2900968391_000001|2900968391|2900968397 17238:31587(+)

23 27 28
29

30
31

32

MGV-GENOME-0370204 18272:32917(+)

26 27
28

29
30

31

uvig_438176 16157:30546(+)

23 24
25

26
27

28

IMGVR_UViG_2767802183_000002|2767802183|2767829406 17405:32802(+)

AbiG__AbiGi (CDS_0029) 30
31

32
33

34

MGV-GENOME-0370549 17934:33041(+)

27 28
29

30
31

32 35 38

IMGVR_UViG_2740892278_000002|2740892278|2740968522 17100:33282(+)

28 29
30

31
32

33

uvig_280744 16157:30465(+)

21 22 24 25
26

27
28

29

uvig_395574 16533:31259(+)

26 27
28

29
30

31

uvig_284169 18534:32767(+)

AbiG__AbiGi (CDS_0030) 31
32

33
34

35

IMGVR_UViG_2617271134_000001|2617271134|2617341891 16157:30196(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0025)

26
27

28
29

30

MGV-GENOME-0370617 16503:30692(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0026)

27
28

29
30

31

IMGVR_UViG_3300000276_000005|3300000276|EM166_1000127 18109:32879(+)

AbiG__AbiGi (CDS_0028) 29
30

31
32

33 36

IMGVR_UViG_2721755650_000001|2721755650|2721801189 18167:33265(+)

29 30
31

32
33

34 39 40

IMGVR_UViG_2609459941_000001|2609459941|2609509272 16984:31839(+)

24

PhoH-like phosphate starvation-inducible (CDS_0025)
PhoH-like phosphate starvation-inducible (CDS_0026)

27 28
29

30
31

32

OTU_77 14729:29341(+)

14 17 18 22 23
24

25
26

27

uvig_325412 16863:28443(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0026)

CDS_0027
CDS_0028

CDS_0029

TemPhD_cluster_55156 17259:29495(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_2907853197_000001|2907853197|2907853199 16864:30354(+)

Reverse transcriptase (CDS_0021)

Bacteriophage abortive infection AbiH__AbiH (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-4434862 18299:30195(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0028)

CDS_0029
CDS_0030

CDS_0031

uvig_579042 19540:30407(+)

CDS_0027 CDS_0028 CDS_0030
CDS_0031

CDS_0032

uvig_293089 16871:29051(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0025)

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_2872445461_000001|2872445461|2872445462 16877:29439(+)

CDS_0025 CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_2687453595_000001|2687453595|2687454406 17265:29542(+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0370642 17257:30426(+)

26 27 28
29

30 31

MGV-GENOME-0360325 16891:29878(+)

CDS_0025 CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0360652 17320:29723(+)

CDS_0026 CDS_0027
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_166391|3300045988|Ga0495776_016425 17393:32345(+)

27 28
29

30
31

32

IMGVR_UViG_2778261196_000003|2778261196|2778289828 17416:32089(+)

25 26
27

28
29

30

IMGVR_UViG_2767802193_000001|2767802193|2767829964 17379:32319(+)

26 27 28
29

30 31

uvig_279651 17424:30852(+)

CDS_0025 CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_164527|3300045988|Ga0495776_151066 17391:30276(+)

CDS_0025 CDS_0026
CDS_0027

MGV-GENOME-0370893 19469:33041(+)

30 31
32

33 34

IMGVR_UViG_2667528007_000001|2667528007|2667601819 16532:31747(+)

26 27 28
29

30 31

IMGVR_UViG_2907813880_000002|2907813880|2907813883 17267:31816(+)

28 29 30 31
32

33 34

IMGVR_UViG_2636415732_000002|2636415732|2636454937 16533:31552(+)

26 27
28

29
30

31

IMGVR_UViG_3300045988_170829|3300045988|Ga0495776_129929 19011:34746(+)

26 28

Bacteriophage abortive infection AbiH__AbiH (CDS_0029)

30 31
32

33 34

uvig_392364 21160:33166(+)

29 30 31
32

33

IMGVR_UViG_2791355398_000001|2791355398|2791395365 17098:33359(+)

19 21 25

Bacteriophage abortive infection AbiH__AbiH (CDS_0026)

27
28

29
30

31

MGV-GENOME-0365634 16886:30534(+)

CDS_0028 CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0370582 16370:28156(+)

CDS_0021 CDS_0022
CDS_0026

CDS_0027
CDS_0028

CDS_0030 CDS_0031

Ma_2019_SRR413661_NODE_97_length_110682_cov_6.945474 16856:28067(+)

CDS_0025
CDS_0026

CDS_0027

uvig_291297 17261:30267(+)

CDS_0027 CDS_0029 CDS_0030
CDS_0031

CDS_0032

uvig_253427 16864:30267(+)

25 26 27
PhoH-like phosphate starvation-inducible (CDS_0028)

29 30 31
32

33

IMGVR_UViG_2907864409_000001|2907864409|2907864410 16863:32637(+)

CDS_0027
CDS_0028

CDS_0029

CDS_0030
CDS_0032

CDS_0033 CDS_0037 CDS_0038

IMGVR_UViG_2687453327_000001|2687453327|2687453861 32748:42727(+)

CDS_0032 CDS_0033
CDS_0034

CDS_0035

6000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence


