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metal-dependent phosphohydrolase (CDS_0099)
91 9293 94 9596 97 98 100 DNA methyltransferase (CDS_0101)
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metal-dependent phosphohydrolase (CDS_0092)
84 8586 87 8889 90 91 93 94DNA methyltransferase (CDS_0095)
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Reverse transcriptase (CDS_0097)
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RM__Type_|_MTases__Type_|_ MTases_FAM_0 (CDS_0089)
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87 88 89 90 91 aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0092)
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