
IMGVR_UViG_3300045988_163628|3300045988|Ga0495776_151224 80536:93195(+)

87 88 89 90 91 92 93 94 95 96 97 98 99
100

101

metal-dependent phosphohydrolase (CDS_0102)

103
DNA methyltransferase (CDS_0104)

105

TciB-like inhibition of cell division or resistance to colicin (CDS_0106)
tellurite resistance (CDS_0107)

108 Rnase H (CDS_0109)

MGV-GENOME-0370893 80536:93195(+)

93 94 95 96 97 98 99
100

101

phosphohydrolase (CDS_0102)

103 DNA methyltransferase (CDS_0104)

OTU_77 76584:91392(+)

82 83 84 85 86 87 88 89 90 91
metal-dependent phosphohydrolase (CDS_0092)

93 DNA methyltransferase (CDS_0094)

IMGVR_UViG_2660238204_000001|2660238204|2660279601 77707:90167(+)

88 89 90 91 92 93 94 95
metal-dependent phosphohydrolase (CDS_0096)

97 98 DNA methyltransferase (CDS_0099)

IMGVR_UViG_2767802183_000002|2767802183|2767829406 77744:90109(+)

89 90 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 DNA methyltransferase (CDS_0099)

uvig_315106 81847:93801(+)

96 97 98 99 100 101
102

103

metal-dependent phosphohydrolase (CDS_0104)

105 DNA methyltransferase (CDS_0106)

IMGVR_UViG_3300045988_168229|3300045988|Ga0495776_034759 81541:93496(+)

96 97 98 99 100
101

102

metal-dependent phosphohydrolase (CDS_0103)

104 DNA methyltransferase (CDS_0105)

MGV-GENOME-0370795 81541:93496(+)

96 97 98 99 100
101

102

phosphohydrolase (CDS_0103)

104 DNA methyltransferase (CDS_0105)

MGV-GENOME-0370549 79111:93092(+)

86 87 88 89 90
transposase (CDS_0091)

92 93 94 95

metal-dependent phosphohydrolase (CDS_0096)

97 DNA methyltransferase (CDS_0098)

MGV-GENOME-0370204 79732:90330(+)

87 88 89 90 91 92 93 DNA methyltransferase (CDS_0094)

IMGVR_UViG_3300045988_164218|3300045988|Ga0495776_034612 79946:90809(+)

89 90 91 92 93 94 DNA methyltransferase (CDS_0095)

uvig_284169 79613:90980(+)

91 92 93 94 95 DNA methyltransferase (CDS_0096)

IMGVR_UViG_2925468653_000001|2925468653|2925468655 78198:89047(+)

89 90
91

92 93 94 95 DNA methyltransferase (CDS_0096)

MGV-GENOME-0369545 79152:89352(+)

CDS_0088
CDS_0089

SoFic__SoFic (CDS_0090)

DNA methyltransferase (CDS_0091)

MGV-GENOME-0370754 79950:92826(+)

90
Uzume__UzuA (CDS_0091)

92 93 94 95 DNA methyltransferase (CDS_0096)

IMGVR_UViG_2667528007_000001|2667528007|2667601819 77761:90637(+)

86
Uzume__UzuA (CDS_0087)

88 89 90 91 92 DNA methyltransferase (CDS_0093)

MGV-GENOME-4434862 76377:89607(+)

86 87
Uzume__UzuA (CDS_0088)

89 90 91 92 93 DNA methyltransferase (CDS_0094)

MGV-GENOME-0369735 74840:88141(+)

87 88
Uzume__UzuA (CDS_0089)

90 91 92 93 DNA methyltransferase (CDS_0094)

IMGVR_UViG_2687453222_000001|2687453222|2687453676 79200:91854(+)

91 92 93 94 95 96 97 98
metal-dependent phosphohydrolase (CDS_0099)

100 DNA methyltransferase (CDS_0101)

IMGVR_UViG_2721755650_000001|2721755650|2721801189 79201:91855(+)

91 92 93 94 95 96 97 98
metal-dependent phosphohydrolase (CDS_0099)

100 DNA methyltransferase (CDS_0101)

uvig_280744 76793:89503(+)

84 85 86 87 88 89 90 91
metal-dependent phosphohydrolase (CDS_0092)

93 94DNA methyltransferase (CDS_0095)

IMGVR_UViG_2667527999_000005|2667527999|2667600508|19129-127808 78007:91210(+)

87 88 89 90 91 92 93

metal-dependent phosphohydrolase (CDS_0094)

95
DNA methyltransferase (CDS_0096)

97 98 103

IMGVR_UViG_2791355396_000001|2791355396|2791395295 79900:92590(+)

91 92 93
94

95 96 97 98
DNA methyltransferase (CDS_0099)

100

IMGVR_UViG_3300000276_000005|3300000276|EM166_1000127 78825:91886(+)

8990 91 92 93

DNA methyltransferase (CDS_0094)

97
transposase (CDS_0098)

transposase (CDS_0099)

tellurite resistance (CDS_0100)

IMGVR_UViG_3300045988_163852|3300045988|Ga0495776_034654 76896:91377(+)

80 8182 87 88 89 90 91 92 93 94 DNA methyltransferase (CDS_0095)

IMGVR_UViG_2548876504_000003|2548876504|2548876854 76786:91267(+)

86 87 88 89 90 91 92 93 DNA methyltransferase (CDS_0094)

IMGVR_UViG_2718217899_000001|2718217899|2718228164 78485:92278(+)

86 87 88 89 90 91 92 93 DNA methyltransferase (CDS_0094)

ivig_4153 78044:91838(+)

86 87 88 89 90 91 92 DNA methyltransferase (CDS_0093)

IMGVR_UViG_2740892278_000002|2740892278|2740968522 79495:91789(+)

CDS_0090 CDS_0091
CDS_0092

CDS_0093 JukAB__JukB (CDS_0098) JukAB__JukA (CDS_0099)

uvig_392364 78643:91741(+)

86 87 88 89 90 91 DNA methyltransferase (CDS_0092)

IMGVR_UViG_2657245536_000004|2657245536|2657311403 72786:88017(+)

89 90 91
Uzume__UzuA (CDS_0092)

93 94 95 96 97 DNA methyltransferase (CDS_0098)

IMGVR_UViG_3300011640_000018|3300011640|Ga0122113_100004 77379:92757(+)

89
Uzume__UzuA (CDS_0090)

91 92 93 94 95 DNA methyltransferase (CDS_0096)

SAMEA2737744_a1_ct23658 78925:93226(+)

MIT family metal ion transporter (CDS_0082)

88 89 90
Uzume__UzuA (CDS_0091)

92 93 94 95 DNA methyltransferase (CDS_0096)

IMGVR_UViG_3300045988_166391|3300045988|Ga0495776_016425 78925:93325(+)

88 89 90
Uzume__UzuA (CDS_0091)

92 93 94 95 DNA methyltransferase (CDS_0096)

uvig_291297 75287:89550(+)

86 87
Uzume__UzuA (CDS_0088)

89 90 91 92 93 DNA methyltransferase (CDS_0094)

uvig_215648 75977:90884(+)

82 83 84 85 86 87 88 89 DNA methyltransferase (CDS_0090)

IMGVR_UViG_3300045988_164527|3300045988|Ga0495776_151066 75977:89875(+)

82 83 84 85 86 87 88 DNA methyltransferase (CDS_0089)

IMGVR_UViG_2900968391_000001|2900968391|2900968397 77062:94469(+)

89 90 91 92 93 94 95 96
Reverse transcriptase (CDS_0097)

98 DNA methyltransferase (CDS_0099)

IMGVR_UViG_2791355398_000001|2791355398|2791395365 78680:91439(+)

80 84 85 86 87 88 89 90 91 DNA methyltransferase (CDS_0092)

IMGVR_UViG_2609459941_000001|2609459941|2609509272 80618:93829(+)

88 89 90
Uzume__UzuA (CDS_0091)

92 93 94 95 96

uvig_279651 77480:90678(+)

84 85 86
Uzume__UzuA (CDS_0087)

88 89 90 91 92

uvig_124668 78631:90443(+)

85 86
Uzume__UzuA (CDS_0087)

88 89 90 91 92

IMGVR_UViG_2925507917_000001|2925507917|2925507924 77336:92704(+)

88 89 90

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0091)

92
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0093)

94

IMGVR_UViG_2568526634_000002|2568526634|2568584270 76311:91717(+)

87 88

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0089)

90
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0091)

92

IMGVR_UViG_2896789908_000002|2896789908|2896789910 77609:92654(+)

87 88

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0089)

90
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0091)

92

uvig_579042 76916:93478(+)

87 transposase (CDS_0088)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0089)

90
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0091)

92

uvig_7603 74587:89990(+)

84

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0085)

86
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0087)

88

uvig_438176 77306:93522(+)

84

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0085)

86
PrrC__PrrC (CDS_0087)

RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0088)

89

IMGVR_UViG_2568526080_000001|2568526080|2568546015 77377:94021(+)

84

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0085)

86 87 88
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0089)

90

IMGVR_UViG_2925456605_000001|2925456605|2925456610 76005:91450(+)

90

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0091)

92 93
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0094)

95

IMGVR_UViG_2571042619_000001|2571042619|2571132854 77377:93688(+)

84

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0085)

86
PrrC__PrrC (CDS_0087)

88

RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0089)

90

MGV-GENOME-0370799 76420:94323(+)

85 86

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0087)

88
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0089)

90

TemPhD_cluster_55156 50236:68173(+)

69

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0070)

71
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0072)

73

uvig_293089 76061:93964(+)

88 89

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0090)

91
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0092)

93

uvig_253427 76063:94782(+)

88 89 90

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0091)

92
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0093)

94 98 102

IMGVR_UViG_2681813141_000001|2681813141|2681858202 76131:92904(+)

84 85

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0086)

87
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0088)

89

IMGVR_UViG_2841645194_000001|2841645194|2841645195 72362:90782(+)

82 88 89 90 91 92 93
DNA methyltransferase (CDS_0094)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0095)

96
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0097)

101

IMGVR_UViG_2602041574_000003|2602041574|2602053263 71687:90107(+)

87 88 89 90 91 92
DNA methyltransferase (CDS_0093)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0094)

95
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0096)

IMGVR_UViG_2874084528_000001|2874084528|2874084542 64683:81398(+)

89 90 91 92
RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0093)

94 RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0095)

IMGVR_UViG_2856032094_000001|2856032094|2856032128 81714:93566(+)

92 93 94 95 96
aminoglycoside 6'-N-acetyltransferase (NF000021.4) (CDS_0097)

99

IMGVR_UViG_2921811289_000001|2921811289|2921811345 78446:90284(+)

82 transcriptional repressor (CDS_0083) 87 88 89 90 91 aminoglycoside 6'-N-acetyltransferase (NF000021.4) (CDS_0092)

7000 nt
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