Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0109) acetyltransferase (CDS_0113)
CDS_0107 CDS_0110 PD-Lambda-1_PD-Lambda-1 (CDS_0112)
CDS_0108 T CDS_0111 \ CDS_0114

l#

IMGVR_UViG_3300045988_161591|3300045988|Ga0495776_034628 102271:109986(+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0091)

MGV-GENOME-0360325 83389:91104(+)
CDS_0119 acetyltransferase (CDS_0120)

IMGVR_UVIG_2639763016_000002|2639763016]2639820305 104589:111261(+)
CDS_0113
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CDS_0115 acetyltransferase (CDS_0116)
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CDS_0116 acetyltransferase (CDS_0117)

IMGVR_UViG_2791355392_000001|2791355392|2791395086 102475:109202(+)

thymidylate synthase (CDS_0119)
PD-Lambda-1_ PD-Lambda-1 (CDS_0118) CDS_0120

i#

IMGVR_UVIG_2721755654_000001|2721755654/2721801200 103200:111739(+)

replication helicase (CDS_0001)
CDS 0119 CDS_0002 CDS 0004
CDS_0120 cbs 0003 | DS 0005
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CDS_0112

CDS_0113

IMGVR_UViG_3300045988_164527|3300045988|Ga0495776 151066 101100:108241(+)
ribonucleotide reductase large subunit (CDS_0111) CDS_0116

IMGVR _UViG_2695420718_000017|2695420718|2695472028|139678-243331 95021:103333(+)
acetyltransferase (CDS_0103)
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CDS_0113 acetyltransferase (CDS_0114)

c
<

a
w
Ne)
%
a
@w
[eN
~0
[
w
o
~
i
o
o
]
(e}

&
+

. : )
CDS_0105  acetyltransferase (CDS_0106)

SAMEA2580165_al_ct32459 vs1 87094:95948(+)
CDS.0103
N
MGV-GENOME-0360785 86030:92213(+)
CDS.0113 CDS.0115  CDS.0116

IMGVR_UViG_2907864409_000001|2907864409|2907864410 101039:112944(+)
CDS_0090 CDS_0091

MGV-GENOME-0357086 77259:85957(+)
HNH endonuclease (CDS_0109) CDS_0114

IMGVR_UViG_2576861193_000004|2576861193]2576876203 99190:106257(+)
CDS_0117 CDS_0118 CDS_0119

IMGVR_UVIG_2721755676_000001|2721755676|2721801238 107021:114470(+)

acetyltransferase (CDS_0127)
CDS.0126 | CDS_0129 CDS_0004

IMGVR_UViG_2690316068_000002|2690316068|2690337594 101603:2713(+)
CDS_0125

IMGVR_UVIG_2693429523_000006|2693429523]2693432086 101837:2713(+)
CDS_0121 CDS_0005

IMGVR_UViG_2585427773_000003|2585427773|2585460303 102254:3065(+)
ribonucleoside diphosphate reductase small subunit (CDS_0125) CDS_0130 CDS_0133

IMGVR_UViG_2724679538_000004|2724679538|2724744513 99995:2048(+)

acetyltransferase (CDS_0117)
PD-Lambda-1_ PD-Lambda-1 (CDTS_0116) CDS_0119 CDS_0004

IMGVR_UViG_3300045988_162638|3300045988|Ga0495776_016408 103060:2188(+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0116)

IMGVR_UViG_2695420455_000002|2695420455|2695433682 101849:2210(+)
CDS_0117  acetyltransferase (CDS_0118)

Ma_ 2019 _SRR413661 NODE_97_length 110682 _cov_6.945474 103683:2180(+
CDS_0113 CDS_0114

IMGVR_UViG_3300045988_171451|3300045988|Ga0495776_016395 101638:2189(+)
CDS_0115 acetyltransferase (CDS_0116)

IMGVR_UViG_2791355398_000001|2791355398|2791395365 102664:2210(+)
CDS_0119 acetyltransferase (CDS_0120)

IMGVR_UViG_3300045988_166391[3300045988|Ga0495776_016425 104550:2210(+)
CDS_0115 acetyltransferase (CDS_0117)

IMGVR_UViG_2695420402_000001|2695420402|2695427582 100979:2098(+)
CDS_0111

IMGVR_UVIG 2667528141 000001|2667528141|2667617052 102439:2097(+)
CDS_0112Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_II (CDS_0113)
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CDS_0109 Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_ll (CDS_0110)

IMGVR_UViG_2681813141_000001|2681813141|2681858202 99525:1762(+)

CDS_0004
CDS_0116 acetyltransferase (CDS_0117) CDS.0003 | CDS_0005 CDS_0007

uvig_355342 101445:4999(+)

CDS_0115 acetyltransferase (CDS_0116)

uvig 124668 101818:4978(+)
CDS_0120 CDS_0121

IMGVR_UViG_3300000276_000005|3300000276|EM166_1000127 103111:5000(+)

5000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function Defence
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