
uvig_257240 35149:42477(+)
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52 53 54 5556
transcriptional regulator (CDS_0057)

58 59
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OTU_2482 18238:28258(+)

22 23 24 endolysin (CDS_0025)
DNA polymerase (CDS_0030)
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transcriptional regulator (CDS_0032)
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uvig_118235 27834:35082(+)

CDS_0038 CDS_0040 CDS_0041 CDS_0042 transcriptional regulator (CDS_0046)
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endolysin (CDS_0028) CDS_0033 CDS_0034 CDS_0035
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40 DNA polymerase (CDS_0041)
metallo-protease (CDS_0042)

transcriptional regulator (CDS_0043)
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IMGVR_UViG_3300045988_071649|3300045988|Ga0495776_041238 20705:26539(+)

metallo-protease (CDS_0033) CDS_0034 CDS_0039 CDS_0040

uvig_68310 20793:27307(+)

metallo-protease (CDS_0033) transcriptional regulator (CDS_0034)
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DNA, RNA and nucleotide metabolism lysis other transcription regulation unknown function Defence


