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IMGVR_UViG_3300045988_130298|3300045988|Ga0495776_180004 7236:18485(+)

CDS_0016
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IMGVR_UViG_3300045988_125393|3300045988|Ga0495776_158628 7236:18011(+)
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MGV-GENOME-0307602 7236:19492(+)
Retron_VI_HTH (CDS_0021)
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uvig_276875 7249:22639(+)

CDS_0016
cbs_ 0018
CDS$_0017 CDS_0019

IMGVR UVIG 3300045988 _121969|3300045988|Ga0495776 173188 7248:17954(+)
1617 18 19 20 21 22 2324 25

uvig 191002 7248:23709(+)

endolysin (CDS_0020)
18
16 1719 21 22 23 2425 26
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IMGVR_UViG_3300029855_000251|3300029855|Ga0245295_1000082|5125-49780 7236:23889(+)

endolysin (CDS_0021)
17
19 Retron_VI_HTH (CDS_0034)
16 1@39 22 2324 25 26 27 28 29 30 31 3233| 35
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uvig_33104 7248:32768(+)

endolysin (CDS_0021)
17 Retron_VI_HTH (CDS_0024)
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MGV-GENOME-0322261 7248:21662(+)
Retron_VI_HTH (CDS_0021)

20
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MGV-GENOME-0281076 7236:22693(+)

CDS 0017
CDS_ 0016 CDS_0019 CDS_0024

MGV-GENOME-0265554 7451:18468(+)
CDS_0016

CDS_0017

uvig 164651 7236:17239(+)

CDS_0016
[ cps_0017

MGV-GENOME-0255844 7236:16887(+)
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