endolysin (CDS_0022) DNA methyltransferase (CDS_0029) CDS_0033
CDS_0023 CDS_0027 CDS_0030 CDS_0032 CDS_0035
CDS_0024CDS_0025 CDS_0026 CDS_0028 T CDS_0031 ‘ CDS_0034 CDS_0036

b O K {0 I

IMGVR _UViG_7000000716_000006|70000007 16|SRS044662_LANL scaffold 12926 17285:25068(+)
CDS_0019 CDS_0026 DNA methyltransferase (CDS_0027)

PEETOIOEDC K —CE— )— {0 I,

IMGVR_UViG_3300011982_000066|3300011982|Ga0119773_1000088 14850:22709(+)
DNA methyltransferase (CDS_0029)

O K KT I

IMGVR_UViG_3300008514_000123|3300008514|Ga0111023_100222(11122-43775 17285:24756(+)

CDS_0030

O K —CKECO{0 I,

IMGVR_UViG_3300045988_145856|3300045988|Ga0495776_180643 18523:25497(+)

DNA methyltransferase (CDS_0029)
CDS_0030

b S G G e S o O o B2 v, D | I,

MGV-GENOME-0222785 17157:24451(+)
DNA methyltransferase (CDS_0026) methyltransferase (CDS_0027)

I N N S G E—O-00 I

SRS053603_al ct18396 15668:21938(+)

DNA methyltransferase (CDS_0026)

OO K OO0 )

MGV-GENOME-0206023 15627:21914(+)

DNA methyltransferase (CDS_0027)
CDS_0018 CDS_0019 phosphodiesterase (CDS_0020) CDS_0025 CDS_0026 CDS_0028

A ) bl - HEHH {00 A

SRS144194 a1 _ct20396_vs01 14485:24086(+)
CDS_0025 CDS_0026 CDS_0027

I ) I, EDED-CTT KD —- T I,

MGV-GENOME-0197682 14481:23388(+)

DNA methyltransferase (CDS_0027)
CDS_0025 CDS_0026 CDS_0028

a ) A - K H{TE— -0 "

uvig_433353 14488:23425(+)

CDS_0027 CDS_0029
CDS_0025 | cps.0028 |

b I — RO 0

IMGVR_UViG_3300019854_000004|3300019854|Ga0206370_1015 17208:24205(+)

DNA binding protein (CDS_0025) CDS_0032
CDS_0026 DNA methyltransferase (CDS_0029) | cDs.0033

H ) i A (@@ Ol T

IMGVR_UViG_3300006259_000039|3300006259|Ga0099458_100525 14505:23709(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism lysis other tail unknown function



