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IMGVR_UViG_3300014109_000079|3300014109|Ga0134347_1000110 9826:21890(+)
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MGV-GENOME-0218456 9825:20374(+)
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IMGVR_UViG_3300008098_000008|3300008098|Ga0114255_100619 9820:21400(+)

endolysin (CDS_0019) 23
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holin (CDS_0018) (J, CD$_0024
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IMGVR_UViG_3300006320_000210|3300006320|Ga0099576_1000465 9820:20091(+)

endolysin (CDS_0019)
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IMGVR_UViG_33000087 15_000409|33000087-15 [Ga0115609_1000034(96 176*12?477 9820:21015(+)
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