single strand DNA binding protein (CDS_0041)
DNA methyltransferase (CDS_0036)

RT_III-AM_III-B_2 (CDS_0025) 28 amidase (CDS_0033) pyrophosphatase (CDS_0037)
26 27129 30 31 32 34 35 | 38 39 40 42 43

e s I A
MGV-GENOME-0198847 18123:27766(+)
DNA methyltransferase (CDS_0035)
pyrophosphatase (CDS_0036)
27 amidase (CDS_0031) 32 33 34 ‘ 37 38 39 40 41 42
—————————— A A 4 44 — ) —

MGV-GENOME-0201889 18118:28307(+)

Retron_VI__HTH (CDS_0035)
amidase (CDS 0031) 32 33 34 | 36

MGV-GENOME-0216141 19237:30865(+)

CDS 0013 CDs_0012 amidase (CDS_0006)
— e eee—eerr———— ————— | ]
MGV-GENOME-0171071 2534:8935(-)

endolysin (CDS_0031)

MGV-GENOME-0170812 17614:23250(+)

4000 nt 1

DNA, RNA and nucleotide metabolism lysis other unknown function Defence
—




