
IMGVR_UViG_3300045988_052057|3300045988|Ga0495776_147145 21720:30665(+)

CDS_0027
CDS_0028

Reverse transcriptase (CDS_0029)

CDS_0030
CDS_0031

endolysin (CDS_0032)

CDS_0033
CDS_0034

CDS_0035

CDS_0036
CDS_0037

CDS_0038

CDS_0039

CDS_0040
CDS_0041

CDS_0042

MGV-GENOME-0286935 21720:31737(+)

CDS_0034
CDS_0035

CDS_0036 CDS_0041
CDS_0042

replication initiation protein (CDS_0043)

CDS_0044

IMGVR_UViG_3300045988_031904|3300045988|Ga0495776_178407 21722:31490(+)

CDS_0034

CDS_0035
CDS_0036

CDS_0040

CDS_0041
CDS_0042

CDS_0043

MGV-GENOME-0282319 21722:31589(+)

CDS_0034
CDS_0035

CDS_0036 CDS_0042 CDS_0044

MGV-GENOME-0262227 21714:30529(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0042

CDS_0043
CDS_0044

uvig_90034 21686:30796(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037 CDS_0043

MGV-GENOME-0257901 21712:30140(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037
CDS_0041

CDS_0042

MGV-GENOME-0264960 21720:31200(+)

CDS_0034
CDS_0035

CDS_0036

DNA methyltransferase (CDS_0041)
metal-dependent phosphohydrolase (CDS_0042)

CDS_0043

uvig_594982 21722:28120(+)

endolysin (CDS_0031)
CDS_0033

CDS_0034

MGV-GENOME-0274961 21721:28123(+)

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_035270|3300045988|Ga0495776_132859 21722:32180(+)

34 35 36
37

38 40 42 44

uvig_540504 22505:32434(+)

CDS_0035
CDS_0036

CDS_0037

CDS_0038 CDS_0044

MGV-GENOME-0273409 21722:30433(+)

CDS_0029
RT_III-AM_III-B_2 (CDS_0030)

CDS_0035
CDS_0036

CDS_0037 CDS_0043 CDS_0044

IMGVR_UViG_3300045988_056242|3300045988|Ga0495776_134395 21726:32230(+)

CDS_0033

CDS_0034

CDS_0035
CDS_0036

CDS_0038
CDS_0039

IMGVR_UViG_3300045988_031932|3300045988|Ga0495776_185083 21725:31660(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0037

IMGVR_UViG_3300045988_047611|3300045988|Ga0495776_154828 21721:31503(+)

CDS_0033
CDS_0034

CDS_0035

uvig_43536_ 21717:32152(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036
CDS_0038 MntABC (VF0455) (CDS_0041)

IMGVR_UViG_3300045988_053402|3300045988|Ga0495776_172101 21717:31655(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_054634|3300045988|Ga0495776_154875 21719:31720(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036

uvig_489326 22521:32048(+)

CDS_0036
CDS_0037

MGV-GENOME-0307934 21721:31270(+)

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_041450|3300045988|Ga0495776_154895 21899:32016(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0041

MGV-GENOME-0306548 21725:31543(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0309543 21899:32016(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0041

MGV-GENOME-0308402 21725:31911(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0039
CDS_0040

uvig_186983 21722:31888(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0041

IMGVR_UViG_3300045988_030409|3300045988|Ga0495776_178595 21722:31274(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0316585 21722:31274(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_059216|3300045988|Ga0495776_134277 21721:31279(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_034900|3300045988|Ga0495776_029882 21724:30504(+)

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_057563|3300045988|Ga0495776_097366 21721:31605(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_060010|3300045988|Ga0495776_154850 21721:31327(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300000290_000111|3300000290|EM291_1001157 21721:32848(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0040

CDS_0041
Siderophore-dependent iron uptake system (VF0738) (CDS_0042)

MGV-GENOME-0304628 20587:31611(+)

CDS_0026

Reverse transcriptase (CDS_0028)
RT_III-AM_III-B_2 (CDS_0029)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300045988_045338|3300045988|Ga0495776_097376 20587:31611(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300045988_048956|3300045988|Ga0495776_137513 21725:28507(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_060288|3300045988|Ga0495776_149099 21720:28505(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0315689 21702:28492(+)

CDS_0033
CDS_0034

CDS_0035

OTU_1134 20586:31492(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_051981|3300045988|Ga0495776_028248 21717:31040(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0038

CDS_0039

IMGVR_UViG_3300045988_038905|3300045988|Ga0495776_134096 21722:30761(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

MGV-GENOME-0308520 21719:27429(+)

CDS_0033

uvig_233232 21726:28838(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

MGV-GENOME-0316494 20586:28831(+)

CDS_0031

transglycosylase (CDS_0032)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300029704_000303|3300029704|Ga0245212_100048|113036-161906 21725:31683(+)

33
34

35 36 37 39

MGV-GENOME-0305779 21724:28812(+)

33
34

35 36 37

IMGVR_UViG_3300045988_038970|3300045988|Ga0495776_159249 21721:33198(+)

33
34 35

3637 40 41
42

43
44

MGV-GENOME-0309698 21722:30697(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0040

IMGVR_UViG_3300045988_057482|3300045988|Ga0495776_028209 21722:30853(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0040

MGV-GENOME-0306766 21816:31147(+)

CDS_0033
CDS_0034

CDS_0035

uvig_141148 21717:31048(+)

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0336626 21717:31102(+)

CDS_0033
CDS_0034

CDS_0035 Mom-like DNA modification protein (CDS_0041)

MGV-GENOME-0315172 20589:31429(+)

33
34 35

3637

IMGVR_UViG_3300045988_049728|3300045988|Ga0495776_116658 20591:31472(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300029484_000010|3300029484|Ga0244116_100473 20687:29457(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0341018 20584:31275(+)

endolysin (CDS_0031)
3233 34

35 36
3738

MGV-GENOME-0305745 21721:31614(+)

33
34 35

3637 43

IMGVR_UViG_3300045988_052101|3300045988|Ga0495776_097187 21723:31504(+)

33
34 35

3637

IMGVR_UViG_3300045988_038199|3300045988|Ga0495776_134200 21719:31701(+)

33
34 35

3637

uvig_544966 21724:32320(+)

33
34 35

3637 43 HitABC (VF0268) (CDS_0044)

IMGVR_UViG_3300045988_041602|3300045988|Ga0495776_117072 21721:31682(+)

33
34 35

3637

uvig_257168 21728:32250(+)

33
34

35
36

37 44

MGV-GENOME-0307542 21722:31375(+)

33
34

35
36

37

MGV-GENOME-0306229 21723:31229(+)

33
34 35

3637

IMGVR_UViG_3300045988_058834|3300045988|Ga0495776_185125 21722:31454(+)

33
34

35
36

37

MGV-GENOME-0309655 21722:31962(+)

33
34 35

3637 ABC-type heme transporter (VF0739) (CDS_0042)

uvig_129981 21724:32933(+)

33
34

35
36

37 43 HitABC (VF0268) (CDS_0044)

IMGVR_UViG_3300007356_000002|3300007356|Ga0104763_100383 21722:31609(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_056153|3300045988|Ga0495776_116710 21714:30890(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_053480|3300045988|Ga0495776_116771 21714:30950(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_054898|3300045988|Ga0495776_177696 21714:30649(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0304987 21722:30788(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0308906 21717:31269(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_040643|3300045988|Ga0495776_134182 21724:31383(+)

CDS_0033
CDS_0034

CDS_0035

uvig_1552 21717:32397(+)

CDS_0033
CDS_0034

CDS_0035
ABC transporter (CDS_0041)

CDS_0042

MGV-GENOME-0311310 21717:31476(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0309880 21721:31727(+)

33
34 35

3637

IMGVR_UViG_3300045988_052079|3300045988|Ga0495776_148270 21721:31181(+)

33
34 35

3637

uvig_86611 21721:32453(+)

33
34 35

3637

IMGVR_UViG_3300045988_035084|3300045988|Ga0495776_179628 21706:31441(+)

33
34

35
36

37

MGV-GENOME-0313252 21724:31205(+)

33
34

35
36

37

MGV-GENOME-0306839 22354:31688(+)

33
34

35
36

37

IMGVR_UViG_3300045988_050486|3300045988|Ga0495776_117111 21722:31241(+)

33
34 35

3637

IMGVR_UViG_3300045988_041949|3300045988|Ga0495776_096933 21398:30562(+)

33
34 35

3637

MGV-GENOME-0305890 21723:31894(+)

33
34

35
36

37

IMGVR_UViG_3300045988_041608|3300045988|Ga0495776_097310 21719:31547(+)

33
34 35

3637

IMGVR_UViG_3300045988_053395|3300045988|Ga0495776_183591 21720:31640(+)

33
34 35

3637 43

IMGVR_UViG_3300045988_044817|3300045988|Ga0495776_174785 21720:31421(+)

33
34 35

3637 43

IMGVR_UViG_3300045988_044955|3300045988|Ga0495776_188386 21720:31650(+)

33
34 35

3637

MGV-GENOME-0369075 21720:31640(+)

33
34 35

3637

uvig_312768 21714:28501(+)

CDS_0033
CDS_0034

CDS_0035

uvig_325903 21719:28791(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

uvig_570481 21714:28018(+)

CDS_0033
CDS_0034

CDS_0035

uvig_71459 21724:28747(+)

33
34

35
36

37

uvig_239778 21720:28734(+)

33
34 35

3637

uvig_540072 20587:31375(+)

CDS_0027 CDS_0028 CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0305253 20580:30950(+)

CDS_0027 CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_038567|3300045988|Ga0495776_100087 21718:32910(+)

33
34

35
36

37 43

MGV-GENOME-0282301 21718:31877(+)

33
34 35

3637 endolysin (CDS_0043) 44

IMGVR_UViG_3300045988_022175|3300045988|Ga0495776_132631 21724:32548(+)

34
35 36

3738 42 43 44

IMGVR_UViG_3300045988_028530|3300045988|Ga0495776_159436 22112:27871(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300045988_049689|3300045988|Ga0495776_179471 21720:32610(+)

34
35

36
37

38 44

MGV-GENOME-0345362 23800:35987(+)

CDS_0037

Avd protein of DGR (CDS_0038)
RT_III-AM_III-B_2 (CDS_0039)

CDS_0040 CDS_0042 CDS_0044

MGV-GENOME-0311209 21721:31863(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

CDS_0038
CDS_0039

CDS_0040

IMGVR_UViG_3300045988_049664|3300045988|Ga0495776_018665 21820:31682(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

MGV-GENOME-0318195 21722:31012(+)

CDS_0033
CDS_0034

CDS_0035

uvig_238106 21721:33969(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036 CDS_0042 CDS_0043

IMGVR_UViG_3300045988_054926|3300045988|Ga0495776_117119 21719:31689(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300029527_000115|3300029527|Ga0244938_100033|139051-186452 21767:31034(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

uvig_35713 21722:36482(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0040 CDS_0041

IMGVR_UViG_3300045988_028619|3300045988|Ga0495776_165953 21721:31737(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0041

uvig_323944 21721:31628(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_024293|3300045988|Ga0495776_179302 21722:31944(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0306880 20590:31326(+)

CDS_0033
CDS_0034

CDS_0035CDS_0040

MGV-GENOME-0305583 20534:32934(+)

28 34
transposase (CDS_0035)

36 37 38

IMGVR_UViG_3300045988_040223|3300045988|Ga0495776_029930 21669:32125(+)

CDS_0029
endolysin (CDS_0032)

CDS_0034

CDS_0035
CDS_0036

IMGVR_UViG_3300045988_043325|3300045988|Ga0495776_098683 21669:31036(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_034957|3300045988|Ga0495776_136533 21669:31543(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0040

uvig_291087 21669:31337(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0318851 21378:30823(+)

CDS_0033
CDS_0034

CDS_0035

uvig_139188 21669:34295(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0040

IMGVR_UViG_3300035648_000014|3300035648|Ga0134433_00126 21669:30912(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0039

uvig_258585 21669:33192(+)

CDS_0033
CDS_0034

CDS_0035
RegX3 (VF0858) (CDS_0040)

VirR/VirS (VF0791) (CDS_0041)

IMGVR_UViG_3300045988_041767|3300045988|Ga0495776_149065 21669:28095(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0310912 20534:28095(+)

transglycosylase (CDS_0031)
CDS_0033

CDS_0034

IMGVR_UViG_2911423748_000003|2911423748|2911423811|16450-62225 20534:29494(+)

endolysin (CDS_0031)

MGV-GENOME-0298496 20534:31038(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_058929|3300045988|Ga0495776_098643 20534:31038(+)

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0302838 20534:32125(+)

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0310168 20534:30380(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0306539 21719:32101(+)

34 35 36
37

38 41

IMGVR_UViG_3300045988_017267|3300045988|Ga0495776_139875 21721:32997(+)

34 35 36
37

38

uvig_174596 22568:36339(+)

36 37
38

39 40 41
HitABC (VF0268) (CDS_0042)

45 4647

IMGVR_UViG_3300045988_020856|3300045988|Ga0495776_134334 22568:35114(+)

36 37
38

39 40

MGV-GENOME-0304510 22608:34726(+)

CDS_0036
CDS_0037

CDS_0038
CDS_0039

CDS_0045

uvig_148621 22586:34542(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

CDS_0040

uvig_203969 22605:36781(+)

3637 38 39 40 41 45

IMGVR_UViG_3300045988_031884|3300045988|Ga0495776_169339 21725:31712(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300000279_000164|3300000279|EM219_1001090|43273-87771 21724:30848(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300029559_000013|3300029559|Ga0244915_100402 22630:34040(+)

CDS_0037
CDS_0038

CDS_0039

IMGVR_UViG_3300045988_022877|3300045988|Ga0495776_005940 22664:34054(+)

CDS_0036
CDS_0037

CDS_0038 CDS_0041 CDS_0042

IMGVR_UViG_3300029698_000095|3300029698|Ga0245184_100565 22610:40334(+)

3637 38 39 40 41 42 43 HitABC (VF0268) (CDS_0044)

uvig_197246 22610:44459(+)

3637 38
ABC transporter (CDS_0039)

40 41 42 43
44

45 46 47
RegX3 (VF0858) (CDS_0048)

VirR/VirS (VF0791) (CDS_0049)

HitABC (VF0268) (CDS_0050)

MGV-GENOME-0338293 21723:34693(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_046762|3300045988|Ga0495776_158594 21721:33632(+)

CDS_0033

IMGVR_UViG_3300045988_028024|3300045988|Ga0495776_183694 21723:34416(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036 CDS_0038

uvig_37081 21732:33527(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0040

IMGVR_UViG_3300045988_032075|3300045988|Ga0495776_158596 21721:33026(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0040

uvig_498690 21723:35391(+)

33
34

35
36

37 HitABC (VF0268) (CDS_0038)

IMGVR_UViG_3300045988_028035|3300045988|Ga0495776_096846 21723:35030(+)

33 34
35

36 HitABC (VF0268) (CDS_0037)

IMGVR_UViG_3300045988_023600|3300045988|Ga0495776_018972 21728:34026(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

CDS_0038

IMGVR_UViG_3300045988_049789|3300045988|Ga0495776_164240 21714:32615(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_039855|3300045988|Ga0495776_116712 21719:34405(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

MGV-GENOME-0349830 21732:33768(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036
CDS_0038

IMGVR_UViG_3300029548_000008|3300029548|Ga0245003_100556 20590:33514(+)

CDS_0028 CDS_0033
CDS_0034

CDS_0035

CDS_0036

MGV-GENOME-0300642 21674:35603(+)

33 34 35 36 37 38

IMGVR_UViG_3300045988_035775|3300045988|Ga0495776_185745 21674:35603(+)

33 34 35 36 37 38

IMGVR_UViG_3300045988_007988|3300045988|Ga0495776_185685 21674:33740(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_024319|3300045988|Ga0495776_158880 21722:35100(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0298635 21717:33733(+)

CDS_0033 CDS_0034

uvig_238785 21718:37623(+)

33 34 35 36
excisionase (CDS_0037)

38

VirR/VirS two component system (VF0729) (CDS_0039)

Siderophore-dependent iron uptake system (VF0738) (CDS_0040)

uvig_157768 20534:34361(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036 CDS_0041

MGV-GENOME-0306795 20534:33745(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

8000 nt
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