
MGV-GENOME-0293094 21705:34168(+)

27

Reverse transcriptase (CDS_0028)

29 30
endolysin (CDS_0031)

32 33 34 35 36 37
38

39

replication initiation protein (CDS_0040)

41 42
endolysin (CDS_0043)

44

IMGVR_UViG_3300045988_035011|3300045988|Ga0495776_149095 21705:34012(+)

33 34 35 36
37

MGV-GENOME-0299908 21720:32856(+)

CDS_0031 CDS_0033
CDS_0034

CDS_0035
CDS_0036

CDS_0038

uvig_53466 24256:36769(+)

32
33

34

tetracycline efflux ABC transporter Tet(46) subunit B (NF000475.1) (CDS_0035)
Siderophore-dependent iron uptake system (VF0738) (CDS_0036)

38 39 40 41
42

uvig_339036 24267:39235(+)

endolysin (CDS_0031) 32 33
vancomycin resistance response regulator transcription factor VanR-B (NF000402.1) (CDS_0034)

VirR/VirS (VF0791) (CDS_0035) 38 39 40 4142

uvig_140088 37684:45250(+)

50 51 52
53

54

uvig_328605 33060:40345(+)

CDS_0045
CDS_0046

CDS_0047

CDS_0048

uvig_184746 35797:43718(+)

50 51 52 53
54

IMGVR_UViG_3300045988_054681|3300045988|Ga0495776_171023 32241:39640(+)

45 46 47
48

49

uvig_324371 43185:50752(+)

CDS_0053
CDS_0054

CDS_0055

CDS_0056

uvig_174596 31442:39633(+)

44 45 46 47
48

MGV-GENOME-0339849 28591:39050(+)

37 38 39 4041
HitABC (VF0268) (CDS_0042)

44 45 46 47
48

49

MGV-GENOME-0307506 28710:37874(+)

39 41 42 43 44
45

46

SAMN06164422_a1_ct84171_vs1 24238:37588(+)

endolysin (CDS_0031) 32 33 34 35 38 39 40 41
42

43

uvig_50725 32187:40623(+)

47 48 49 50
51

52 57

IMGVR_UViG_3300029698_000095|3300029698|Ga0245184_100565 35329:43220(+)

46 47 48
49

50

IMGVR_UViG_3300045988_082985|3300045988|Ga0495776_163997 36770:44509(+)

47 48 49
50

51

uvig_287916 45309:53194(+)

CDS_0058 CDS_0059
CDS_0060

CDS_0061

uvig_540972 33027:40938(+)

47 48 49
50

51

IMGVR_UViG_3300000290_000111|3300000290|EM291_1001157 28263:38766(+)

37 38 39 40 41 44 45 46
47

48

uvig_486770 43523:50863(+)

CDS_0051
CDS_0052

CDS_0053

MGV-GENOME-0309707 31225:38754(+)

CDS_0045
CDS_0046

CDS_0047

IMGVR_UViG_3300045988_090390|3300045988|Ga0495776_165602 34230:41449(+)

CDS_0048
CDS_0049

CDS_0050

MGV-GENOME-0335711 30765:38991(+)

CDS_0045 CDS_0046
CDS_0047

CDS_0048

uvig_313839 48792:57173(+)

CDS_0059 CDS_0060
CDS_0061

CDS_0062

uvig_160835 36775:44411(+)

CDS_0049
CDS_0050

CDS_0051

CDS_0052

uvig_37949 34734:42894(+)

46 47 48 49 50

uvig_498690 26115:37103(+)

CDS_0033 CDS_0034 CDS_0040
CDS_0041

CDS_0042
CDS_0043

IMGVR_UViG_3300045988_028035|3300045988|Ga0495776_096846 26115:36742(+)

CDS_0033 CDS_0039
CDS_0040

CDS_0041
CDS_0042

uvig_252193 28591:37878(+)

CDS_0038
CDS_0039

CDS_0040 CDS_0042
CDS_0043

CDS_0044

CDS_0045

IMGVR_UViG_3300045988_030528|3300045988|Ga0495776_018721 28587:37831(+)

42 43
44

45 46

IMGVR_UViG_3300045988_026495|3300045988|Ga0495776_018722 28587:37831(+)

42 43
44

45 46
replication initiation protein (CDS_0049)

50

IMGVR_UViG_3300045988_035052|3300045988|Ga0495776_136158 28547:37779(+)

CDS_0042
CDS_0043

CDS_0044

CDS_0045 CDS_0051 CDS_0052

uvig_244834 28564:38792(+)

CDS_0041
CDS_0042 CDS_0045

CDS_0046
CDS_0047

CDS_0048

uvig_288771 28591:37423(+)

43 44 45
46

47

MGV-GENOME-0324252 28588:37966(+)

CDS_0041 CDS_0043
CDS_0044

CDS_0045

CDS_0046

MGV-GENOME-0334033 28588:37285(+)

CDS_0042
CDS_0043

CDS_0044

CDS_0045

IMGVR_UViG_3300045988_032141|3300045988|Ga0495776_158936 28269:37202(+)

CDS_0041
CDS_0042

CDS_0043

CDS_0044

uvig_323944 28557:38434(+)

42 43 44
45

46

ivig_108 28256:38661(+)

43 44 45
46

47

IMGVR_UViG_3300045988_028619|3300045988|Ga0495776_165953 28557:38543(+)

41 43 44 45
46

47

IMGVR_UViG_3300045988_038595|3300045988|Ga0495776_178326 26101:37525(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0040 CDS_0041
CDS_0042

CDS_0043

MGV-GENOME-0315750 26101:37525(+)

CDS_0040 CDS_0041
CDS_0042

CDS_0043 CDS_0047

MGV-GENOME-0304643 26094:37327(+)

39 40 41
42

43

uvig_513905 26101:37182(+)

CDS_0040
CDS_0041

CDS_0042
CDS_0043

IMGVR_UViG_3300045988_035269|3300045988|Ga0495776_166107 26109:37875(+)

40 41 42 43
44

IMGVR_UViG_3300045988_021957|3300045988|Ga0495776_166004 26109:37494(+)

39 40 41 42
43

MGV-GENOME-0313971 26109:37494(+)

37 39 40 41 42
43

IMGVR_UViG_3300045988_028827|3300045988|Ga0495776_134264 26113:37895(+)

40 41 42 43
44

MGV-GENOME-0307670 26112:38110(+)

40 41 42
43

44

IMGVR_UViG_3300045988_038170|3300045988|Ga0495776_096879 26117:37414(+)

CDS_0040
CDS_0041

CDS_0042

CDS_0043

IMGVR_UViG_3300045988_031992|3300045988|Ga0495776_097244 24758:36661(+)

36 38 39 40
41

42 43

IMGVR_UViG_3300045988_038327|3300045988|Ga0495776_178416 26113:36346(+)

CDS_0039
CDS_0040

CDS_0041

CDS_0042

IMGVR_UViG_3300045988_045979|3300045988|Ga0495776_097248 26112:36832(+)

CDS_0033 CDS_0039
CDS_0040

CDS_0041

CDS_0042 CDS_0044

uvig_37081 26121:36735(+)

CDS_0039
CDS_0040

CDS_0041

CDS_0042

IMGVR_UViG_3300045988_032075|3300045988|Ga0495776_158596 26110:36234(+)

CDS_0033 CDS_0037 CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_3300029214_000010|3300029214|Ga0168682_100478 26104:36686(+)

37 39 40 41
42

43

IMGVR_UViG_3300029480_000168|3300029480|Ga0244079_100002|146182-193446 26114:36288(+)

39 40 41
42

43

IMGVR_UViG_3300029559_000013|3300029559|Ga0244915_100402 26134:36927(+)

39 41 42 43
44

45

IMGVR_UViG_3300045988_020464|3300045988|Ga0495776_159281 25579:37409(+)

41 42 43 44 45 46
47

48

IMGVR_UViG_3300045988_024304|3300045988|Ga0495776_177859 26070:34556(+)

CDS_0036 CDS_0039
CDS_0040

CDS_0041

MGV-GENOME-0330918 28589:37761(+)

ABC transporter (CDS_0041) CDS_0043
CDS_0044

CDS_0045

MGV-GENOME-0316494 28589:37295(+)

CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0307533 28590:37896(+)

CDS_0041 CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0310862 28552:37582(+)

CDS_0039 CDS_0042
CDS_0043

CDS_0044

CDS_0045

IMGVR_UViG_3300045988_051981|3300045988|Ga0495776_028248 28287:37658(+)

CDS_0038 CDS_0041 CDS_0042
CDS_0043

CDS_0044

uvig_73838 28582:41412(+)

CDS_0040 CDS_0041
multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0042)

CDS_0044 CDS_0045
CDS_0046

CDS_0047

IMGVR_UViG_3300045988_038905|3300045988|Ga0495776_134096 28263:36658(+)

CDS_0042
CDS_0043

CDS_0044

CDS_0045

IMGVR_UViG_3300045988_036414|3300045988|Ga0495776_148298 28590:37942(+)

41 42 43
44

45

MGV-GENOME-0305729 28584:37826(+)

40 42 43 44
45

46

uvig_168507 26103:37746(+)

transcriptional repressor (CDS_0041)

42 43
44

45

MGV-GENOME-0302273 25577:36344(+)

CDS_0039
CDS_0040

CDS_0041
CDS_0042

IMGVR_UViG_3300045988_041891|3300045988|Ga0495776_029703 25577:36344(+)

CDS_0039
CDS_0040

CDS_0041
CDS_0042

IMGVR_UViG_3300029098_000053|3300029098|Ga0169171_100346 38917:47087(+)

49 50 51
52

53

uvig_71459 32962:40611(+)

CDS_0049
CDS_0050

CDS_0051

CDS_0052

MGV-GENOME-0320705 33456:41301(+)

51 52 53
54

55

uvig_158618 42622:50101(+)

CDS_0048
CDS_0049

CDS_0050

CDS_0051

IMGVR_UViG_3300008744_000129|3300008744|Ga0114025_1000340 36356:43674(+)

CDS_0047
CDS_0048

CDS_0049

CDS_0050

uvig_168280 28590:39506(+)

ABC transporter (CDS_0039)
CDS_0040

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0041)

CDS_0044
CDS_0045

CDS_0046

CDS_0047

ivig_3398 29676:40666(+)

CDS_0045
CDS_0046

CDS_0047

CDS_0048 CDS_0054

uvig_187333 36419:43781(+)

CDS_0049
CDS_0050

CDS_0051

CDS_0052

IMGVR_UViG_3300045988_060539|3300045988|Ga0495776_179397 27569:37048(+)

42 44 45 46
47

48

MGV-GENOME-0304480 27569:36392(+)

CDS_0044
CDS_0045

CDS_0046

CDS_0047

IMGVR_UViG_3300045988_054563|3300045988|Ga0495776_117685 27569:36186(+)

CDS_0044
CDS_0045

CDS_0046

CDS_0047

IMGVR_UViG_3300045988_035084|3300045988|Ga0495776_179628 28487:37720(+)

CDS_0044
CDS_0045

CDS_0046

CDS_0047

MGV-GENOME-0313252 28505:37484(+)

CDS_0043
CDS_0044

CDS_0045

CDS_0046

MGV-GENOME-0308570 28258:38243(+)

39 41 42 43
44

45

uvig_239293 28257:37493(+)

CDS_0041
CDS_0042

CDS_0043

CDS_0044

IMGVR_UViG_3300045988_049057|3300045988|Ga0495776_030050 27568:37015(+)

43 45 46 47
48

49

IMGVR_UViG_3300045988_050554|3300045988|Ga0495776_171935 27568:36855(+)

43 45 46 47
48

49

uvig_170814 27568:36922(+)

43

transcriptional repressor (CDS_0045)

46 47
48

49

MGV-GENOME-0314217 27734:37755(+)

44 45 46
47

48

IMGVR_UViG_3300029517_000005|3300029517|Ga0244792_100509 27740:37420(+)

44 45 46
47

48

MGV-GENOME-0308402 28266:38702(+)

39 40 41 42 44 45 46
47

48

MGV-GENOME-0309880 28477:37826(+)

44 45
46

47 48

IMGVR_UViG_3300045988_019533|3300045988|Ga0495776_169044 27875:38777(+)

CDS_0041
CDS_0042

CDS_0043

CDS_0044

IMGVR_UViG_3300045988_052079|3300045988|Ga0495776_148270 28477:37280(+)

43 44
45

46 47

uvig_86611 28477:38552(+)

ABC transporter (CDS_0043)
44 46 47

48
49 50

MGV-GENOME-0307726 28582:38265(+)

CDS_0042 CDS_0044
CDS_0045

CDS_0046

CDS_0047

uvig_109491 28078:37298(+)

CDS_0041
CDS_0042

CDS_0043

CDS_0044

IMGVR_UViG_3300045988_036464|3300045988|Ga0495776_047256 29913:39159(+)

CDS_0045
CDS_0046

CDS_0047

CDS_0048

uvig_239914 28049:37903(+)

39 40 43 44
45

46 47

IMGVR_UViG_3300045988_056242|3300045988|Ga0495776_134395 28669:38068(+)

CDS_0038 CDS_0042 CDS_0044
CDS_0045

CDS_0046

IMGVR_UViG_3300045988_020856|3300045988|Ga0495776_134334 27838:38408(+)

42 43 44 45
46

IMGVR_UViG_3300045988_036789|3300045988|Ga0495776_018712 27915:37512(+)

CDS_0036 CDS_0043
CDS_0044

CDS_0045

MGV-GENOME-0312851 27870:37548(+)

CDS_0043
CDS_0044

CDS_0045

IMGVR_UViG_3300045988_031932|3300045988|Ga0495776_185083 28264:38204(+)

CDS_0043
CDS_0044

CDS_0045
CDS_0046

MGV-GENOME-0315862 28250:38454(+)

43 44 45
46

47

MGV-GENOME-0308628 28592:38396(+)

CDS_0043
CDS_0044

CDS_0045

CDS_0046

MGV-GENOME-0308244 28259:37932(+)

43 44
45

46 47

IMGVR_UViG_3300029704_000303|3300029704|Ga0245212_100048|113036-161906 28570:37935(+)

CDS_0039 CDS_0044
CDS_0045

CDS_0046

CDS_0047

uvig_148621 26084:37437(+)

40 41 42
43

44

IMGVR_UViG_3300045988_047611|3300045988|Ga0495776_154828 28291:37995(+)

42 43 4445 46

uvig_43536_ 28587:37991(+)

MntABC (VF0455) (CDS_0041) CDS_0043
CDS_0044

CDS_0045

IMGVR_UViG_3300045988_053402|3300045988|Ga0495776_172101 28587:37494(+)

CDS_0042
CDS_0043

CDS_0044

IMGVR_UViG_3300045988_054634|3300045988|Ga0495776_154875 28588:38383(+)

42 43 44 45 46

uvig_489326 28676:38520(+)

transcriptional repressor (CDS_0044)

CDS_0045
CDS_0046

CDS_0047

IMGVR_UViG_3300029873_000007|3300029873|Ga0245321_100560 28589:37855(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

IMGVR_UViG_3300045988_033528|3300045988|Ga0495776_148972 27877:36930(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

uvig_313140 29897:41088(+)

CDS_0043 CDS_0044 CDS_0046
CDS_0047

CDS_0048

MGV-GENOME-0313398 29214:41322(+)

CDS_0043 CDS_0045
CDS_0046

CDS_0047
CDS_0048 CDS_0054

CDS_0055

MGV-GENOME-0307101 27877:38288(+)

CDS_0041 CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0307934 27881:38068(+)

41 42 43
44

45

IMGVR_UViG_3300045988_050486|3300045988|Ga0495776_117111 28502:37768(+)

CDS_0043 CDS_0044
CDS_0045

CDS_0046

MGV-GENOME-0309815 28261:38349(+)

CDS_0042 CDS_0043
CDS_0044

CDS_0045

IMGVR_UViG_3300045988_052162|3300045988|Ga0495776_134583 27536:37643(+)

CDS_0041 CDS_0042
CDS_0043

CDS_0044

uvig_203969 27872:39705(+)

41 43 44 45 46 Mom-like DNA modification protein (CDS_0047)

uvig_79389 28253:38150(+)

42 43 44 45 46

IMGVR_UViG_3300045988_040657|3300045988|Ga0495776_185160 28253:37688(+)

41 42 43 44 45

IMGVR_UViG_3300023545_000011|3300023545|Ga0257041_100480 28264:37899(+)

42 43 44
45

46

MGV-GENOME-0312074 28266:38027(+)

40 42 43 44
45

46

MGV-GENOME-0311745 28265:37835(+)

41 42 43
44

45

IMGVR_UViG_3300045988_047633|3300045988|Ga0495776_179631 28505:37675(+)

44 45 46
47

48

IMGVR_UViG_3300045988_052057|3300045988|Ga0495776_147145 27879:37192(+)

CDS_0043 CDS_0044
CDS_0045

CDS_0046

IMGVR_UViG_3300045988_047406|3300045988|Ga0495776_116662 28503:36987(+)

42 43 44
45

46

MGV-GENOME-0306839 29137:37617(+)

CDS_0042
CDS_0043

CDS_0044

CDS_0045

IMGVR_UViG_3300029132_000229|3300029132|Ga0168796_100084|112607-159712 26111:36532(+)

CDS_0040
CDS_0041

CDS_0042

CDS_0043

IMGVR_UViG_3300045988_032063|3300045988|Ga0495776_028288 26112:37430(+)

CDS_0040 CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_3300045988_022877|3300045988|Ga0495776_005940 26159:36949(+)

40 41 42
43

44

MGV-GENOME-0325771 26114:37110(+)

40 41 42 43
44

IMGVR_UViG_3300045988_019213|3300045988|Ga0495776_185156 26093:37487(+)

CDS_0040
CDS_0041

CDS_0042
CDS_0043

MGV-GENOME-0309208 29556:38689(+)

CDS_0045
CDS_0046

CDS_0047

IMGVR_UViG_3300045988_030409|3300045988|Ga0495776_178595 28265:37767(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

MGV-GENOME-0307935 28592:37838(+)

CDS_0044
CDS_0045

CDS_0046

MGV-GENOME-0308730 28592:37717(+)

CDS_0043
CDS_0044

CDS_0045

MGV-GENOME-0316585 28265:37767(+)

CDS_0040 CDS_0042
CDS_0043

CDS_0044
CDS_0045

IMGVR_UViG_3300045988_027048|3300045988|Ga0495776_134139 28265:37285(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

IMGVR_UViG_3300045988_031852|3300045988|Ga0495776_184972 28265:37110(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

IMGVR_UViG_3300045988_054770|3300045988|Ga0495776_117123 28585:38436(+)

CDS_0043
CDS_0044

CDS_0045 CDS_0051

MGV-GENOME-0311022 28581:36944(+)

CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0310302 29893:39242(+)

CDS_0046
CDS_0047

CDS_0048

CDS_0049

MGV-GENOME-0314753 28563:37295(+)

CDS_0041
CDS_0042

CDS_0043

CDS_0044

IMGVR_UViG_3300007524_000118|3300007524|Ga0105481_1000341 28563:39468(+)

CDS_0041 CDS_0043
CDS_0044

CDS_0045

CDS_0046

IMGVR_UViG_3300045988_034900|3300045988|Ga0495776_029882 27522:37095(+)

41 42
43

4445Mom-like DNA modification protein (CDS_0046)

IMGVR_UViG_3300045988_036387|3300045988|Ga0495776_028162 28593:37938(+)

CDS_0043
CDS_0044

CDS_0045

CDS_0046

uvig_186983 28262:38519(+)

41 43 44 45
46

47

IMGVR_UViG_3300045988_037256|3300045988|Ga0495776_158326 27862:37255(+)

CDS_0042
CDS_0043

CDS_0044

IMGVR_UViG_3300045988_038477|3300045988|Ga0495776_164220 27862:37122(+)

CDS_0041
CDS_0042

CDS_0043

OTU_1134 28193:37705(+)

CDS_0043
CDS_0044

CDS_0045

CDS_0046

MGV-GENOME-0317213 27564:37864(+)

CDS_0040 CDS_0042 CDS_0043
CDS_0044

CDS_0045

IMGVR_UViG_3300045988_050490|3300045988|Ga0495776_029608 28595:38999(+)

44 45 46 47 48

MGV-GENOME-0306445 28265:38074(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

MGV-GENOME-0309543 28438:38609(+)

41 43 44 4546 47

IMGVR_UViG_3300045988_041450|3300045988|Ga0495776_154895 28438:38609(+)

43 44 4546 47

uvig_257168 28550:38033(+)

46 4748
49

50

MGV-GENOME-0307230 28264:38735(+)

43 44 45 46 47 48

uvig_415024 28593:43170(+)

CDS_0039 CDS_0040 CDS_0042 CDS_0043
CDS_0044

CDS_0045 CDS_0051

SAMN05414918_a1_ct13992 26112:39089(+)

CDS_0040 CDS_0041
CDS_0042

CDS_0043

uvig_77703 27713:37939(+)

CDS_0040 CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_3300045988_033280|3300045988|Ga0495776_029988 27522:38131(+)

CDS_0042
CDS_0043

CDS_0044
Mom-like DNA modification protein (CDS_0045)

MGV-GENOME-0323341 27884:37424(+)

CDS_0040 CDS_0042
CDS_0043

CDS_0044
CDS_0045

IMGVR_UViG_3300029618_000315|3300029618|Ga0245134_100400|71-48755 27884:40190(+)

CDS_0040 CDS_0042
CDS_0043

CDS_0044
CDS_0045

uvig_205895 40591:48353(+)

CDS_0051
CDS_0052

CDS_0053
CDS_0054

MGV-GENOME-0297369 28591:36901(+)

39 41 42 43 44 45 49 50

IMGVR_UViG_3300045988_035286|3300045988|Ga0495776_098039 28591:36901(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

IMGVR_UViG_3300045988_031884|3300045988|Ga0495776_169339 24276:34921(+)
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