major tail protein (CDS_0008) tail fiber protein (CDS_0016)
tail length tape measure protein (CDS_0012) 19 24
11 20 22 25
71 910 13 14 15 17 182123 2627
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uvig 371324 7050:27600(+)

tail fiber protein (CDS_0016)
12 13 14 15 17

!%

IMGVR_UViG_3300045988_136239|3300045988|Ga0495776_151492 7042:25771(+)

tail fiber protein (CDS_0016)
excisionase (CDS_0023)
19 21 [
12 13 14 15 17 18207 22 | integrase (CDS_0024)
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OTU_561 7058:30940(+)

Hoc-like head decoration (CDS_0017)
tail fiber protein (CDS_0016)
excisionase (CDS_0023)
integrase (CDS_0024)
19 21
tail length tape measure protein (CDS_0012) 13 14 15 18201 22

25 30
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IMGVR_UViG_3300014751_000063|3300014751/Ga0169793_100047|53012-113186 7050:30074(+)

excisionase (CDS_0023)
tail fiber protein (CDS_0016) LigA (VF1220) (CDS_0028)
integrase (CDS_0024)
19 21 phosphofructokinase (CDS_0027) 31 34
tail length tape measure protein (CDS_0012) 13 14 15 17182022 | | 25 26 | 29303233 [3536
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%
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SAMNO5826542_al_ct44988_vs1 7050:39142(+)

tail fiber protein (CDS_0016)
excisionase (CDS_0023)
19 21 27
tail length tape measure protein (CDS 0012) 13 14 15 17 1820 [ 22 | 24 25 26 28

!

IMGVR_UViG_3300014771_000044|3300014771|Ga0169781_100180 6984:32593(+)

phosphofructokinase (CDS_0031)
tail fiber protein (CDS_0016) ATPase (CDS_0028) LigA (VF1220) (CDS_0032)
18 RegX3 (VF0858) (CDS_0024)  DNA polymerase (CDS_0030) 35 38
12 13 14 15 [17[19 20 2122 23 | 25 26 27 | 29 | 333436 37 [3940

;

OTU_338 6984:49237(+)

phosphofructokinase (CDS_0020)
tail fiber protein (CDS_0016)
ATPase (CDS_0017) LigA (VF1220) (CDS_0021)
" DNA polymerase (CDS_0019) 24 27
tail length tape measure protein (CDS 0012) 13 14 15 | 18 | 22232526 [2829

;4
|

uvig_113308 6984:38471(+)
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