CDS_0072 CDS_0078 CDS_0082
CDS_0071 CDS_0074 CDS_0076 CDS_0079 CDS_0081 CDS_0083
| cDs.0073| cDs_0075 CDS 0077 | CDS0080 |  CDS.0084 CDS 0085  CDS_0086

MGV-GENOME-0362708 81435:90011(+)

CDS_0077
CDS_0076 | CDS_0078

:

MGV-GENOME-0362624 81436:89905(+)

CDS_0076 CDS_0078
CDS_0077

MGV-GENOME-0362906 81427:90256(+)

CDS_0067 CDS_0072 CDS_0074
CDS_0065 CDS_0066 CDS_0068 “| cDs.0073 CDS_0075 CDS_0077

MGV-GENOME-0364841 78541:89952(+)
75 78 80 81 83 84 85 86 87 919293 94

MGV-GENOME-0367608 82006:94489(+)
77 78 79 80 81

uvig 564960 82789:90144(+)

nicotinamide phosphoribosyl transferase (CDS_0068)
ribose-phosphate pyrophosphokinase (CDS_0067) 69 70 71 72 73

uvig_565929 76211:86816(+)

nicotinamide phosphoribosyl transferase (CDS_0069)

T\E

rlbose-phosphatepyrophosphoklnase(aDS 0068) 70 71 72 73 74

uvig_559485 76963:91601(+)

5000 nt 1

other unknown function



