Retron_VI__HTH (CDS_0025)
endolysin (CDS_0022)

27

tail length tape measure protein (CDS_0017) 23
20 21 26] 28 29

13 141516 18 19 T24

r

MGV-GENOME-4404944 8853:21392(+)
amidase (CDS_0022)

23
19 20 21| | 24

i%

MGV-GENOME-0220762 8853:21702(+)

CDS_0020
CDS_0019 CDS_0021

MGV-GENOME-0213072 8994:20323(+)
amidase (CDS_0021)

23
13 18 19 20 | 227

;%

MGV-GENOME-0213946 7895:20148(+)

amidase (CDS_0021)
18 19 20| 22 23

MGV-GENOME-0219239 7893:21112(+)

amidase (CDS_0023)
15 20 2122 24 25 26 27 28 30

IMGVR_UViG_3300045988_153893|3300045988| Ga0495776717m0 8274:25433(+)

endolysin (CDS_0021)
24
18 19 20 | 2223 [25 26 2728 29 34 transposase (CDS_0036)

;%

IMGVR_UViG_3300029612_000416|3300029612|Ga0245127_100796|3-36344 7950:28319(+)

amidase (CDS_0021)
18 19 20 22

MGV-GENOME-0261095 7950:24781(+)

CDS_0019
CDS_0018 [ DNA transposition protein (CDS_0026)

uvig_188991 7950:20945(+)
amidase (CDS_0023)

24
15 20 21 22 | [25 transcriptional regulator (CDS_0027)

i%

uvig_551183 8286:24852(+)
CDS_0052 CDS_0053

uvig 49680 33625:41376(+)

amidase (CDS_0021)
18 19 20 | 22 23 24 25

IMGVR_UVIG_3300045988_128992|3300045988|Ga0495776_167743 7781:22697(+)

endolysin (CDS_0021)
18 19 20 | 22 23

i
!

uvig_179746 7895:21114(+)

amidase (CDS_0021)
23
18 19 20 | 22]

5%

MGV-GENOME-0226512 8047:21331(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptional regulator (CDS_0025)
amidase (CDS_0021)
18 19 20 | 22 23 26

?H

— N —
IMGVR_UViG_3300045988_138828|3300045988|Ga0495776_157707 7793:23462(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
amidase (CDS_0021)
18 19 20 | 22 23 transcriptional regulator (CDS_0025)

g
i%

MGV-GENOME-0253075 8050:22660(+)

amidase (CDS_0021)
18 19 20| 22

I%

uvig_508864 7933:20387(+)

amidase (CDS_0021)
18 19 20 22 23

N
N

?%

MGV-GENOME-0277966 8087:24306(+)

amidase (CDS_0021)
18 19 20 [ 22 23 24

|MGVR,UViG,3300045988,146962|3300045988\Ga0495776,m526 7797:22549(+)
amidase (CDS_0022)

13 14 19 20 21 [ 2324
D P OESIOH—ACHD)
MGV-GENOME-0256449 8087:21625(+)

22
21

18 19 20|23 24

uvig_147215 7791:21863(+)

N
o
N
e
N
N
N
[N}
N
iN

MGV-GENOME-0269139 8293:22802(+)
18 19 20 21

N
N

IMGVR_UViG_3300045988_156826|3300045988|Ga0495776_145137 7896:21908(+)

CDS_0019 CDS 0021
CDS_0018 | CDS_0020]

MGV-GENOME-0225189 8050:21102(+)
CDS_0018 CDS_0019

uvig_503235 7790:19076(+)
CDS_0018 CDS_0019

MGV-GENOME-0215066 7797:19185(+)
CDS_0018 CDS_0019

uvig 46213 7950:18981(+)
18 19 20 21

N
N

IMGVR_UViG_3300045988_140976|3300045988|Ga0495776_162587 8032:22431(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0028)

transcriptionai regulator (CDS_OO?ST
amidase (CDS_0021)
18 19 20 | 22 23 2627 | 2930 31 32 33 34
OO PRSI ——HD—dD- DB H——AKEHD)

uvig 509789 7793:33284(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptional regulator (CDS_0025)
amidase (CDS_0021) ‘

18 19 20 | 22 23 26 27 28

EH

IMGVR_UViG_3300045988_156725|3300045988| GaO495776717005#793:27527&)-

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptional regulator (CDS_0025)

endolysin (CDS_0021)
18 19 20 | 22 23 26 27
OB PO ESID)—¢—HD AT

uvig 183290 7788:23900(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0027)
20 22 major tail protein (CDS_0030)
18 19 [21] 23 24 2526 | 2829 31 32 33

;I

— -
IMGVR_UViG_3300014800_000202|3300014800|Ga0134399_1000143|571-43571 7951:31535(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0027)
21 major tail protein (CDS_0030)
18 19 20[2223 24 2526 28 29 31 32 33

;I

IMGVR_UViG_3300045988_147713|3300045988|Ga0495776_055863 8047:31996(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
endolysin (CDS_0021)
18 19 20] 22 23 2425 | 2728 29 30 31 32

5
18—

IMGVR _UViG_33000 149637000427|3300014963\630134523%1636 7895:31696(+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0026)

amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 [ 22 23 2425 | 2728 30 31 32
OO O EE D —aD oD O H—ACHDh

MGV-GENOME-0284500 8034:31608(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

transposase T(CDS_0022)
amidase (CDS_0021)
18 19 20| | 23 2425 | 2728 29 30 31 32
DB ORI —EE—@D DEDETTO - H—acHD)

MGV-GENOME-0285832 7895:31917(+)

Lipoprotein diacylglyceryl trarﬁrase Igt (VFO790) (CDS_0026)
transcriptional repressor (CDS_0024)

transposase (CDS_0022)
endolysin (CDS_0021)
18 19 20 | 23 25 | 2728 29 30 31 32
DB OESIDD—EE— @D DEDETTED - EH—acEHb)

uvig 155279 7895:32453(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 [ 22 23 2425 | 2728 30 31 32

;I

IMGVR_UViG_3300045988_148351|3300045988|Ga0495776_055687 7796:31454(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 [ 22 23 2425 | 2728 30 31 32

;I

IMGVR_UVIG_3300029708_OOO155|3300029708\Ga0245189_1_00737 8034:31585(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0025)
18 19 202122 2324 | 2627 28 29 30 31

i%

OTU_1943 8186:29802(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

amidase (CDS_0021)
18 19 20 | 22 23 2425 | 2728 29 30 31 32

IMGVR_UViG_3300029736_000 146|3300029736\Ga0245186_100775 7925:32369(+)

Lipoprotein diacylglyceryl trarﬁrase Igt (VFO790) (CDS_0025)
transcriptional repressor (CDS_0023)

endolysin (CDS_0021) major tail protein (CDS_0028)
18 19 20 [ 22 24 | 2627 29 30 31
OB RSO —E 0P H—ACHD)

uvig_155806 7933:31889(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 [ 22 23 2425 | 2728 30 31 32
O P OESIE)—@EE—dD DEDETTD - H—acHbh

MGV-GENOME-0288476 8088:32369(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

transposase (CDS_0022)
amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 | 23 2425 | 2728 30 31 32
DO O OO @a DT - H—ACHDh

|MGVR_UVIG_3SOOO45988_169791|3300045988\(330495776_0929_59 7895:32926(+)

Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0025)
endolysin (CDS_0021) major tail protein (CDS_0028)
18 19 20 [ 22 2324 | 2627 29 30 31

i#

uvig 425118 8087:30135(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20| 22 23 2425 | 2728 30 31 32

;I

MGV-GENOME-0285625 7889:31824(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 [ 22 23 2425 | 2728 30 31 32
OO P OESD—CO—aO DT O H—aCHDh

MGV-GENOME-0284994 7896:31850(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

amidase (CDS_0021)
18 19 20 [ 22 23 2425 | 2728 29 30 31 32

MGV-GENOME-0286910 8039:32033(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 [ 22 23 2425 | 2728 30 31 32

;I

MGV-GENOME-0284708 7950:31651(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
endolysin (CDS_0021) major tail protein (CDS_0029)
18 19 20| 22 23 2425 | 2728 30 31 32

;I

uvig_157129 7796:31585(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0027)

transposase (CDS_0023)
amidase (CDS 0022) major tail protein (CDS_0030)
19 20 21 | 24 2526 | 2829 31 32
BT P OESID ) —EE— 4D DB - & ——aEHbh

MGV-GENOME-0290028 8851:32953(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0024)
18 19 20 21 2223 25 26 27 28 29 30

;%

MGV-GENOME-0281144 7797:30979(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)

transcriptional regulator (CDS_0025)
amidase (CDS_0021) major tail protein (CDS_0032)
18 19 20 | 22 23 26 2728 | 3031 33 34 35
O  OESIO)—¢—HD—EE— 4D DEDETTD T T —aEHb)

|MGVR?UVIG?33000459887166389|3300045988\GaO49577671m22 78%:347-31(*-)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0028)
amidase (CDS_0021) ‘ major tail protein (CDS_0031)
18 19 20 [ 22 23 25 2627 | 2930 32 33 34

;1

IMGVR_UViG_3300045988_167380|3300045988|Ga0495776_137839 7895:332;’;3(+)

Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0027)
amidase (CDS_0021)
18 19 20 | 22 23 24 2526 | 2829 30 31 32 33

%H

uvig 119215 7781:33459(+)

glycopeptide resistance transcriptional rggulator VanU (NFO00090.1) (CDS_0024)
amidase (CDS_0021) Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0028)

18 19 20 | 2223 | 25 2627 | 2930 31 32 33 34
OB P ORI —@—(—E&E— 4D DD - T H—aEHDh

MGV-GENOME-0295274 7939:33996(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0027)
amidase (CDS_0021)
18 19 20 | 22 23 24 2526 | 2829 30 31 32 33 34

;%

|MGVR?UVIG?3SOOO459887170902|3300045988\630495776?%743 7895:33183(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0029)
amidase (CDS_0021) ‘ major tail protein (CDS_0032)
18 19 20 [ 22 23 25 26 2728 | 3031 33 34 35

;I

MGV-GENOME-0295110 7948:33948(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptional regulator (CDS_0025)
endolysin (CDS_0021) ‘ ‘Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)
18 1920 [ 22 23 | 26 2728 | 3031 32 33 34 35

;%

MGV-GENOME-0305926 7896:34301(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)

transcriptional regulator (CDS_0025)
amidase (CDS_0021) major tail protein (CDS_0032)
18 19 20 | 22 23 26 2728 | 3031 33 34 35
DD OEDIO)—¢— D — @40 DEDEED FD @ - — adEHD
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glycopeptide resistance transcriptional rggulator VanU (NFO00090.1) (CDS_0024)
amidase (CDS_0021) Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0028)

18 19 20 [ 22 23 | 25 2627 | 2930 31 32 33 34
BT OESIO)——(— &8O DD - & H—aEHb)

MGV-GENOME-0290989 7796:33411(+)

amidase (CDS_0021) Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0027)
18 19 20 | 22 23 24 2526 | 2829 30 31 32 33

— — -
IMGVR _UViG_3300045988_142292|3300045988|Ga0495776_132699 7895:33383(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) major tail protein (CDS_0029)
18 19 20 22 23 2425 | 2728 30 31 32 33

iI

MGV-GENOME-0284680 7796:32230(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
18 19 20 2122 24 25 26 27 28 29

i%

uvig 177457 7892:30042(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
18 19 20 2122 24 25 26 27 28 29

;%

MGV-GENOME-0276292 7796:30393(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
18 19 20 2122 | 2425 26 27 28 29

MGV-GENOME-4418007 7793:29549(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
18 19 20 2122 24 25 26 27 28 29

i%

MGV-GENOME-0275772 7793:29676(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0024)
major tail protein (CDS_0027)
20 21 2223 2526 28 29 30

iI

MGV-GENOME-0274080 8278:29426(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
18 19 20 2122 24 25 26 27 28 29

i%

MGV-GENOME-0275555 7895:29774(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
major tail protein (CDS_0026)
18 19 20 2122 24 25 27 28 29

iﬁ

MGV-GENOME-0277050 7950:30171(+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
major tail protein (CDS_0026)
18 19 20 2122 24 25 27 28 29

iﬁ

MGV-GENOME-0274723 7950:29709(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0024)
transposase (CDS_0020) major tail protein (CDS_0027)
18 19 21 2223 | 2526 28 29 30
EOEBETT b Obb @b DPDEED - CH—AdEHDb
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Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
major tail protein (CDS_0026)
20 2122 24 25 27 28
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glycopeptide resistance transcriptional rggulator VanU (NFO00090.1) (CDS_0024)
transposase (CDS_0027)

transposase (CDS_0029)
endolysin (CDS_0021) 25 Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0033)
18 19 20 [ 22 23 26| 28 | 30 3132 | 3435 36 37 38 39
OO P OESID)——O- 4O DEDEEETTD - HK—aCHDh

MGV-GENOME-0303064 7948:36226(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)

transposase (CDS_0019) major tail protein (CDS_0027)
18 | 20 2122 | 2425 26 28 29 30
OB —@—@D DEDEDED - H—E D)
uvig 38695 7925:30789(+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0021)
transposase (CDS_0017)
tail completion (CDS_0011) T 18 1920 | 2223 24 25 26 27

IMGVR_UViG_3300029105_000174|3300029105|Ga0169199_1000437 7528223&)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0020)
16 17 1819 | 2122 23 24 25
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Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0020)
17 18 19 2122 23 24 25 26
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CDS_0018
CDS_0016 CDS_0017]

MGV-GENOME-0239492 7002:17457(+)
CDS_0016

MGV-GENOME-0196291 7002:15760(+)

CDS_0017
| cps_oo18

MGV-GENOME-0231674 7525:17349(+)

CDS_0020
CDS_0019 CDS_0026
CDS_ 0013 CDS 0018 | |CDS0021 | CDS.0027

uvig 511795 7944:23668(+)
CDS_0018 CDS_0019

MGV-GENOME-0215718 7944:22374(+)
CDS_0020

CDS_OO‘19

CDS 0018 | | CDS 0021

uvig 239677 7856:23286(+)

CDS_0023
CDS_0018 CDS_0022 CDS_0026

MGV-GENOME-0215728 8030:20699(+)

10000 nt 1

connector integration and excision lysis tail transcriptionregulation unknown function Defence Virulence AMR
— N I I I



