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CDS_0032  anti-termination protein N-like (CDS_0033)
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CDS_0033  anti-termination protein N-like (CDS_0034)

TemPhD_cluster_27720 25656:31588(+)
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TemPhD_cluster_36454 25100:29960(+)
CDS_0036

TemPhD_cluster_42717 24580:29290(+)
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TemPhD_cluster_27884 24580:29574(+)
CDS_0036

TemPhD_cluster_42115 25100:30050(+)
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TemPhD_cluster_42036 25100:30270(+)
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TemPhD_cluster_47447_ 32164:38492(+)
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TemPhD_cluster_20297 31041:37069(+)
HNH endonuclease (CDS_0047)
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TemPhD_cluster_48312 30499:37186(+)
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superinfection exclusion (CDS_0033) NinB/ Orf homologous recombination mediator (CDS_0044)
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TemPhD_cluster 41647 25655:35324(+)

Erf-like ssDNA annealing protein (CDS_0028)
CDS_0033 anti-termination protein N-like (CDS_0034)
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TemPhD_cluster_61262 24092:30390(+)
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