transcriptional regulator (CDS_0029) DNA methyltransferase (CDS_0034)
HNH endonuclease (CDS_0030) CDS_0036
exonuclease VIII (CDS_0027) (l CDS_0033CDS_0035  DNA repair exonuclease (CDS_0038)
DNA primase (CDS_0028) CDS.0031 CDS 0032 | [CDS.0037

%
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NC_049845.1 24552:33494(+)
CDS_0029

uvig_574399 23515:31946(+)
CDS_0028 CDS_0031

NC_048143.1 23904:32412(+)
minor tail protein (CDS_0015) CDS_0020

—
MGV-GENOME-0250321 13057:20387(+)
CDS_0030

uvig 376089 24418:32974(+)
CDS_0031

MGV-GENOME-0308239 24587:33196(+)
CDS_0031

NC_049834.1 24712:33227(+)

membrane associated protein (CDS_0021)
outer membrane protein (CDS_0020)

tail protein (CDS_0019) "1 | tailfiber protein (CDS 0022) CDS_0027
MGV-GENOME-0294978 15627:28985(+)
Erf-like ssDNA annealing protein (CDS_0022) CDS_0027 CDS_0029
MGV-GENOME-4425127 22673:30828(+)
CDS_0021 HNH endonuclease (CDS_0026)

uvig_314355 22199:31062(+)

CDS_0028
CDS_0027

MGV-GENOME-0314450 23031:32382(+)
CDS_0030 CDS_0032 polynucleotide kinase (CDS_0036)

uvig_347013 24671:33835(+)

CDS.0029  DNA methylase (CDS_0031)
CDS_003

i#

—
MGV-GENOME-0307571 24211:33354(+)
DNA primase (CDS_0029) CDS_0031 CDS_0032 CDS_0034

NC_049838.1 23968:33605(+)
tail fiber protein (CDS_0020) HNH endonuclease (CDS_0025)

NC_049848.1 15616:31127(+)
CDS_0021 CDS_0022 HNH endonuclease (CDS_0027)

K KO Db

NC_049847.1 16099:31785(+)

6000 nt 1
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