major tail protein (CDS_0012) ParA-like partition protein (CDS_0026)
tail length tape measure protein (CDS_0018)

CDS_0015 ParB-like partition protein (CDS_0027)
CDS_0014 CDS_0020  CDS_0024
DS 0013 CDS_0019 CDS 0023
‘ CDS_0017 TELCDS 0022
c S_0016 50021 | CDS_002 'CDS_0028

IMGVR_UViG_2920258663_000001|2920258663|2920258703 8677:18740(+)

CDS_0015
DS 0011 CDS 0017
CDS0010  CDS_0016 CDS_0020

IMGVR_UViG_3300029511_000164|3300029511]|Ga0244809_100051[135810-186941 7932:16526(+)

excisionase (CDS_0014)
CDS_0013
CDS.0012 | | CDS_0015

IMGVR_UViG_3300039355_000036|3300039355|Ga0169769_00278 5801:13694(+)

Reverse transcriptase (CDS_0018)
12 1516 17 19 20 21

IMGVR_UViG_3300029072_000032|3300029072|Ga0169184_100097 6559:22039(+)

Reverse transcriptase (CDS_0017)
15 16 18 19 20

IMGVR_UViG_3300014934_000056|3300014934|Ga0169773_100199 6559:21934(+)

Reverse transcriptase (CDS_0018)
Reverse transcriptase (CDS_0019)
13 16 17 | 20

IMGVR_UViG_3300014747_000031|3300014747|Ga0169774_100099 6559:20483(+)
CDS_0016

CDS 0015 |

IMGVR_UViG_3300029512_000068|3300029512|Ga0244798_100557 6559:16018(+)

holin (@_0018) excisionase (CDS_0022)
endolysin (CDS_0019)
15 16 17 | 20 21

23  integrase (CDS_0024)

;w

IMGVR_UViG_3300029177_000082|3300029177|Ga0169205_100090[1-59160 6559:24819(+)

holin (CQS_0019) excisionase (CDS_0023)
endolysin (CDS_0020)
15 16 17 18‘ 21 22 | integrase (CDS_0024)

Ma_2019_SRR413592 NODE_287_length_58774 _cov_2.942642 6559:24437(+)
holin (CDS_0020)

Reverse transcriptase (CDS_0017) endolysin (CDS_0021)
15 16 18 19 | 22 23

I
IMGVR_UViG_3300029081_000030|3300029081|Ga0169209_100232 6559:25005(+)
holin (CDS_0018) excisionase (CDS_0022)
endolysin (CDS_0019) T replication initiation protein (CDS_0024)

15 16 17 | 20 21 23 2526 27 28

IMGVR_UViG_3300029041_000095|3300029041|Ga0169684_100186 6559:28195(+)
fosfomycin resistance glutathione transferase (NFO00496.1) (CDS_0015)

1 holin (CDS_0020) excisionase (CDS_0024)
type A chloramphenicol O-acetyltransferase (NFO00491.1) (CDS_0016)endolysin (CDS_0021) excisionase (CDS_0027)
14 | 17 18 19 | 22 23 25 26 | 28

IMGVR_UViG_3300039333_000132|3300039333|Ga0169237_00039|77741-140424 6546:28551(+)

8000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis tail unknown function AMR
— I



