
Ma_2019_SRR413761_NODE_502_length_61387_cov_5.598709 49735:59540(+)

CDS_0055
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transcriptional regulator (CDS_0057)
RelE-like toxin (CDS_0058)
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uvig_542429 32122:41951(+)
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IMGVR_UViG_3300023717_000157|3300023717|Ga0257029_10118|39136-102812 52006:61831(+)

HNH endonuclease (CDS_0062)
CDS_0065

CDS_0066

uvig_160318 37181:47006(+)

CDS_0052

uvig_165502 46667:56702(+)

CDS_0063
CDS_0064

DNA methyltransferase (CDS_0066)
CDS_0067 CDS_0071

IMGVR_UViG_3300023543_000248|3300023543|Ga0257048_100105|37027-87606 36323:48734(+)

DNA helicase (CDS_0052)
RelE-like toxin (CDS_0056)

CDS_0058

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


