amidase (CDS_0041)
39 FS_Sma__Sma (CDS_0050) 55
3738 40 42 43 44 45 46 47 48 49 51 52 53547 56

—
uvig_286785 25451:37539(+)

Retron_VI_HTH (CDS_0050)
FS_Sma_Sma (CDS_0047)
41 42 43 44 45 46 52 53

—
uvig_564572 24909:36093(+)

NshR/TsnR family 23S rRNA methyltransferase (NFO00477.1) (CDS_0048)
RNA polymerase sigma factor (CDS_0049)
42 43 44 45 46 47 \ 50 51 52 53 54

—
uvig 569802 25339:43786(+)

CDS$ 0046 CDS 0048 CDS_0056 CDS_0058
CDS_0045 CDS_0047 CDS_ 0050  CDS_0053 CDS_0057

uvig 501571 27448:36869(+)
CDS_0044

!

—
uvig 120895 28827:35578(+)
44 45 46 47 48 49 51 54

—
uvig 445660 27222:39782(+)

Retron_VI_HTH (CDS_0056)
42 43 44 45 46 47 48 49 50 51 AbiD__AbiD (CDS_0053)

—
uvig 435841 24924:42911(+)
AbiD_AbiD (CDS_0046) CDS_0053

!

TemPhD_cluster_26171 27504:34960(+)
AbiD__AbiD (CDS_0043)

—
uvig 463634 26965:34264(+)

FS_Sma_ Sma (CDS_0043)
CDS_0042

!{

—
uvig 166817 26873:33335(+)

7000 nt 1
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