
IMGVR_UViG_3300006260_000083|3300006260|Ga0099518_100341 9714:28619(+)

tail assembly chaperone (CDS_0014)

tail length tape measure protein (CDS_0015)
minor tail protein (CDS_0016)

17 18
holin (CDS_0019)

20 holin (CDS_0021)
endolysin (CDS_0022)

23 24 25 26 27
integrase (CDS_0028)

29

transcriptional repressor (CDS_0030)

31
32

33

IMGVR_UViG_3300008514_000010|3300008514|Ga0111023_100234 9875:27214(+)

CDS_0017 CDS_0018

endolysin (CDS_0022)

CDS_0023
CDS_0024

CDS_0025 Retron_VI__HTH (CDS_0029)

TemPhD_cluster_29805 9966:25046(+)

CDS_0020

endolysin (CDS_0022)
CDS_0023

CDS_0024

SRS015797_a1_ct10287 9835:31262(+)

endolysin (CDS_0022)
23 2425 26

NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0027)

28
chloramphenicol efflux transporter CxpE (NF045801.1) (CDS_0029)

IMGVR_UViG_3300007194_000199|3300007194|Ga0103269_100005|171208-213186 9846:28015(+)

CDS_0020
endolysin (CDS_0022)

clamp loader of DNA polymerase (CDS_0023)

CDS_0025 CDS_0026

IMGVR_UViG_7000000140_000009|7000000140|C2925707 9597:23850(+)

CDS_0020

IMGVR_UViG_3300007196_000026|3300007196|Ga0103270_100179 9250:27668(+)

tail chaperone protein (CDS_0013) CDS_0017 CDS_0018 CDS_0021
endolysin (CDS_0023)

CDS_0024

IMGVR_UViG_3300007724_000284|3300007724|Ga0105680_100064|1-36990 9250:22478(+)

CDS_0021

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function Defence AMR


