single strand DNA binding protein (CDS_0062)
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Holliday junction resolvase (CDS_0046) replication initiation protein (CDS_0061)
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Mom-like DNA modification protein (CDS_0064)
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DNA methyltransferase (CDS_0063)
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DNA methyltransferase (CDS_0063)
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DNA methyltransferase (CDS_0062)
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DNA, RNA and nucleotide metabolism head and packaging other unknown function Defence
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