radical SAM domain-containing protein (CDS_0022)

CDS_0025
tail length tape measure protein (CDS_0014) CDS_0019 CDS_0027
endolysin (CDS_0012) CDS_0016 head protein (CDS_0018) CDS_0021 CDS 0024  €DS 0028
CDS_0013 CDS_0015 | cDs_0017 \ | cps.0020 | CDS_0023 €DS_0026|
OO ) ) b M O

IMGVR_UViG_3300045988 015683|3300045988|Ga0495776_020226 9272:30316(+)

CDS_0016 CDS_0017

OO0 )

M D

MGV-GENOME-0327791 7763:27106(+)

CDS_0016 CDS_0017

OO0 Y

DA DD

M —B DA D

uvig 574510 7771:26948(+)

CDS_0016  CDS 0018
| cbs_0017

00 )

MGV-GENOME-0328176 7737:27130(+)

CDS_0016
| cps 0017

OO0 A

MGV-GENOME-0327571 7783:26971(+)

CDS_0016
CDS_0017 CDS 0019
| cbs 0018

00 )

MGV-GENOME-0324592 7737:26536(+)

head protein (CDS_0017)
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CDS_0025

DO DBETTDDTNM D

tail length tape measure protein (CDS_0014) CDS_0018 CDS_0019
IMGVR_UViG_3300045988 017098|3300045988|Ga0495776_020244 9169:30430(+)
CDS_0019
CDS 0018
IMGVR_UViG_7000000498_000054|7000000498|SRS017521 Baylor_scaffold_39616 10140:29439(+)
CDS_0018
IMGVR _UViG_3300045988_023730|3300045988|Ga0495776_090928 10140:29441(+)
CDS_0017
| cps.oo18 CDS_0024
uvig 202035 10153:29957(+)
CDS 0018  CDS 0020
| cDs_0019
OTU 689 10134:30135(+)
CDS_0017 CDS 0018
MGV-GENOME-0330101 10144:29430(+)
CDS_0018 CDS_ 0020
| cps.0019]
uvig 540784 10215:30374(+)
CDS_0018 CDS_0020
| cps_0019]
OTU_686 10144:30272(+)
CDS_0018 CDS_0019
IMGVR_UViG_3300029604_000003|3300029604|Ga0245147_100484 10258:30360(+)
CDS_0018
| cps.0019
uvig 589882 10476:30096(+)
CDS 0018 CDS 0020
| cbs_0019
uvig 422882 10164:29556(+)
CDS 0019
CDS 0018
MGV-GENOME-0331218 10161:30121(+)
CDS 0019
CDS 0018
IMGVR_UViG_3300045988_040890|3300045988|Ga0495776_054623 10234:28358(+)
CDS 0018 CDS_0024
Ma_2019_SRR341667 NODE_230 length 59679 cov_15.010617 10321:29441(+)
CDS_0018 CDS_0020
| cDs_0019]
IMGVR_UViG_3300045988_017128|3300045988|Ga0495776_054575 10141:29214(+)
CDS 0019
| cDs.0020
uvig 475732 10335:28882(+)
CDS_0018
| cps 0019
MGV-GENOME-0330727 10388:28537(+)
CDS_0018 CDS_0024
| cps 0019 | cps_ 0025
IMGVR _UViG_3300045988 023835|3300045988|Ga0495776 036251 10146:29087(+)
CDS 0019
CDS_0018]
IMGVR_UViG_3300045988 023788|3300045988|Ga0495776 090996 10134:28251(+)
CDS_0019
CDS 0018
uvig 97722 10234:28236(+)
CDS_0018 CDS_ 0020
| cps 0019 | CDS_0026 CDS_ 0027
MGV-GENOME-0286610 10224:29207(+)
CDS 0019
CDS_0018]
IMGVR _UViG_3300045988 032933|3300045988|Ga0495776_007885 10225:29093(+)
CDS_0018
MGV-GENOME-0330047 10225:29235(+)
CDS_0020
CDS_ 0018 | CDS 0021
cps_0019]
MGV-GENOME-0328932 10224:29516(+)
CDS_0020
CDS 0018 | CDS 0021
cps_0019] CDS_0026
IMGVR_UViG_3300045988_027880[3300045988|Ga0495776_016312 10224:29516(+)
CDS_0018
'CDS_0019CDS 0020  CDS_0024 CDS_ 0025
MGV-GENOME-0331736 10233:29695(+)
CDS 0018  CDS 0020 CDS_0025
| cps 0019 CDS 0024 | holin (CDS_0027)
MGV-GENOME-0331388 10231:29427(+)
CDS 0019
CDS_0018 |
MGV-GENOME-0327500 10240:29488(+)
CDS_0018
| cDps 0019 CDS_0023
IMGVR _UViG_3300045988 032864|3300045988|Ga0495776_007831 10231:28862(+)
CDS 0019
CDS_0018]
MGV-GENOME-0329722 10233:29397(+)
CDS_0018
| cDs.0019
MGV-GENOME-0329617 10330:29757(+)
CDS 0018
| cDs 0019
IMGVR_UViG_3300045988_026886|3300045988|Ga0495776_073917 10606:29315(+)
CDS 0018 CDS_0019 CDS_ 0024
IMGVR_UVIG_3300045988 023833|3300045988|Ga0495776 073820 10115:29371(+)
CDS_0018 CDS_0019
IMGVR _UViG_3300045988_023732|3300045988|Ga0495776_007879 10140:29168(+)
CDS 0019
CDS 0018 | CDS_0025
IMGVR _UViG_3300045988 049831|3300045988|Ga0495776 091283 10234:29010(+)
CDS_0018 CDS_ 0020
'CDS 0019
IMGVR UVIG_3300045988 034575|3300045988|Ga0495776 091058 10180:28486(+)
CDS_0018  CDS 0020
head protein (CDS_0017)CDS 0019
uvig 101027 9280:28694(+)
CDS_0015
| cDs 0016 CDS_0021

uvig 254223 7742:25705(+)
t 8000 nt i
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H—O—DETDRD-D



