radical SAM domain protein (CDS_0038)
CDS_0031 CDS_0037 CDS_0040 CDS_0042
CDS_0032 CDS_0033 CDS_0034 CDS_0035 CDS_OOSéT CDS_0039 CDS_0041] CDS_0043 CDS_0044

o — ) D T HED{—

IMGVR_UViG_3300029610_000024|3300029610|Ga0245132_100756 24382:33761(+)

CDS_0037
CDS_OO36TradicaI SAM domain protein (CDS_0038)

[ — OO HTE{T—

IMGVR_UViG_3300045988_142279|3300045988|Ga0495776_104571 24521:33793(+)

CDS_0038
CDS_0036 (CDS_0037 Tradical SAM domain protein (CDS_0039)

O — DRSPS DD {D——

IMGVR_UViG_3300029743_000025|3300029743|Ga0245246_100938 24521:34611(+)

CDS_0035
CDS_0029 CDS?OOS4TradicaI SAM domain protein (CDS_0036)

o — D — 0 0 Eh{mH——

IMGVR_UViG_3300045988_148132|3300045988|Ga0495776_061393 23819:32965(+)

CDS_0038
CDS_0034 CDS_0036 CDS_0037 Tradical SAM domain protein (CDS_0039)
Shkoporov_2019_SRR9161506_NODE_372_length_35230_cov_160.039403 24082:35229(+)
CDS_0036

[ — — % HEDE { )

MGV-GENOME-0221639 24491:31832(+)

radical SAM domain protein (CDS_0038) CDS_0043
CDS_0037 CDS_0042
CDS_0033 CDS_0036 | CDS_0041  CDS_0044

o O e I, N T DID——A—D

uvig 176863 24491:32998(+)

NinG/ Rap DNA junction specific endonuclease (CDS_0035) DNA methyltransferase (CDS_0041)
CDS_0037 CDS_0039 CDS_0040 CDS_0043 CDS 0044 CDS_0046

o /B N N o H>{ B O —

IMGVR_UViG_3300045988_162523|3300045988|Ga0495776_145534 23023:33541(+)

radical SAM domain protein (CDS_0040)
DNA methyltransferase (CDS_0041)
CDS_0039 \ CDS_0042 CDS_0046

O O — CODETOE E——

uvig 177764 25639:35657(+)
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