glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0039)

gamma-glutamyl cyclotransferase (CDS_0036) phosphoadenosine phosphosulfate reductase (CDS_0044)

amidoligase enzyme (CDS_0038) ParB-like partition protein (CDS_0045)

endolysin (CDS_0034) ‘ cysH_IV-B_1 (CDS_0042) ‘
35 37 40 41 43

terminase small subunit (CDS_0046)
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MGV-GENOME-0241793 26511:35469(+)

phosphoadenosine phosphosulfate reductase (CDS_0043)
DNA methyltransferase (CDS_0041)
CDS_0037 CDS_0040 CDS_0042
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MGV-GENOME-0258822 26422:35965(+)

DNA binding protein (CDS_0050) phosphoadenosine phosphosulfate reductase (CDS_0055)
HNH endonuclease (CDS_0045) cysH_IV-B_1 (CDS_0053)
41 42 43 44 | 46 47 48 49 51 52 ParB-like partition protein (CDS_0054)

uvig 480566 26597:40673(+)

DNA binding protein (CDS_0048)
HNH endonuclease (CDS_0043) cysH_IV-B_1 (CDS_0051) phosphoadenosine phosphosulfate reductase (CDS_0053)
40 41 42 | 44 45 46 47 49 50 ParB-like partition protein (CDS_0052)
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MGV-GENOME-0265516 26394:39422(+)

DNA binding protein (CDS_0046) cysH_IV-B_1 (CDS_0049)

40 4142 4344 45 T 47 48 50 phosphoadenosine phosphosulfate reductase (CDS_0051)
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MGV-GENOME-0262918 26395:38963(+)
DNA binding protein (CDS_0047)

HNH endonuclease (CDS_0042) cysH_IV-B_1 (CDS_0050)
40 41 43 44 45 46 48 49 51 phosphoadenosine phosphosulfate reductase (CDS_0052)
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MGV-GENOME-0269976 26442:40264(+)
RusA-like Holliday junction resolvase (CDS_0041) phosphoadenosine phosphosulfate reductase (CDS_0059)

DNA polymerase processivity factor (CDS_0042) DNA binding protein (CDS_0054)
44 46 HNH endonuclease (CDS_0049) cysH_IV-B_1 (CDS_0057)
40 43 457 47 48 50 51 52 53 55 56 58
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MGV-GENOME-0282810 26395:42793(+)
CDS_0040 terminase large subunit (CDS_0041)

MGV-GENOME-0225481 26444:32479(+)
CDS_0040 CDS_0041

MGV-GENOME-0217681 26392:31145(+)

integrase (CDS_0042)
44
40 41 43T phosphoadenosine phosphosulfate reductase (CDS_0045)
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MGV-GENOME-0244265 26394:35835(+) |

integrase (CDS_0042)
CDS_0041
CDS_0040 T \ phosphoadenosine phosphosulfate reductase (CDS_0043)

MGV-GENOME-0235918 26394:34504(+)
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