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IMGVR_UViG_3300014752_000064|3300014752|Ga0169821_100072|12980-49421 16014:27973(+)
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IMGVR_UViG_3300029357_000328|3300029357|Ga0243847_100788|12998-47246 16007:25770(+)
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IMGVR_UViG_3300029371_000217|3300029371|Ga0243958_100042|36291-74932 16014:30173(+)
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IMGVR_UViG_3300045988_187079|3300045988|Ga0495776_188294|1-39479 16014:31010(+)
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IMGVR_UViG_3300045988_092920|3300045988|Ga0495776_104212 15611:25193(+)
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IMGVR_UViG_3300029759_000009|3300029759|Ga0243843_100836 16014:33383(+)
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IMGVR_UViG_7000000193_000017|7000000193|SRS048870_WUGC_scaffold_15053 16014:30079(+)
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IMGVR_UViG_3300045988_101480|3300045988|Ga0495776_182723 14834:24288(+)
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22 23 24 25 26 27 28 29 30 31 32
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IMGVR_UViG_3300006252_000067|3300006252|Ga0099396_100173|12980-43954 15249:22508(+)
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IMGVR_UViG_3300014919_000057|3300014919|Ga0169798_100010|156345-193843 15249:29032(+)
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uvig_153265_ 15656:25018(+)
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IMGVR_UViG_3300045988_083861|3300045988|Ga0495776_074966 15131:22918(+)
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MGV-GENOME-0287390 14672:25703(+)
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IMGVR_UViG_3300045988_073785|3300045988|Ga0495776_175916 16566:26237(+)
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IMGVR_UViG_7000000526_000100|7000000526|SRS019397_WUGC_scaffold_3644 16566:25339(+)
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IMGVR_UViG_7000000630_000007|7000000630|SRS062427_LANL_scaffold_11688 16566:28963(+)
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IMGVR_UViG_3300008385_000128|3300008385|Ga0114873_100046|10921-48639 16566:29546(+)
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ATPase (CDS_0025)
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IMGVR_UViG_3300008620_000208|3300008620|Ga0111272_100032|114355-149676 16566:27149(+)
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uvig_391915 16566:30191(+)
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IMGVR_UViG_3300045988_094970|3300045988|Ga0495776_063527 16055:26764(+)
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MGV-GENOME-0236384 16027:26217(+)
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MGV-GENOME-0231298 15634:25196(+)
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IMGVR_UViG_3300045988_079957|3300045988|Ga0495776_101347 15633:26319(+)
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IMGVR_UViG_3300045988_116582|3300045988|Ga0495776_027463 15634:24467(+)
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IMGVR_UViG_3300029671_000254|3300029671|Ga0245181_100062|119-33450 15634:24956(+)
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IMGVR_UViG_3300045988_094141|3300045988|Ga0495776_176014 16037:27091(+)
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IMGVR_UViG_3300029016_000128|3300029016|Ga0169614_100316|10165-46847 16037:28307(+)
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IMGVR_UViG_7000000300_000061|7000000300|SRS043701_LANL_scaffold_26339 16037:27076(+)
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ivig_464 16037:26976(+)
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Ma_2019_SRR341640_NODE_304_length_36747_cov_4.264799 16041:28371(+)
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IMGVR_UViG_3300045988_079915|3300045988|Ga0495776_059940 16037:26572(+)
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IMGVR_UViG_3300029537_000055|3300029537|Ga0244901_100645 16037:32437(+)
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IMGVR_UViG_3300029681_000088|3300029681|Ga0245167_100553 16037:31172(+)

24 25 26 27 28 29 30 31 32 33 34

IMGVR_UViG_3300029354_000213|3300029354|Ga0243832_100239|160-33827 16037:25292(+)

24 25 26 27 28 29

IMGVR_UViG_3300045988_089613|3300045988|Ga0495776_079691 16037:23984(+)

CDS_0024

CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_2537561666_000019|2537561666|2537579669|92784-135240 16037:34081(+)

transposase (CDS_0024) 25 26 ATPase (CDS_0027)
ATPase (CDS_0028)

29 30 31 32 33 34 35 36 37

MGV-GENOME-0236174 15633:26181(+)

23 24 25 26 27 28 29 30 31 32

MGV-GENOME-0325504 16037:35564(+)

transposase (CDS_0024) 25 26 27 28 29
DNA repair protein (CDS_0030)

31 32 33 34 35 36 37 38 39 40 41

MGV-GENOME-0317392 16037:34611(+)

transposase (CDS_0024) 25 26 27 28 29
DNA repair protein (CDS_0030)

31 32 33 34 35 36 37 38 39 40

MGV-GENOME-0218829 16037:22980(+)

CDS_0024 CDS_0025

MGV-GENOME-0204462 15237:20300(+)

CDS_0022

MGV-GENOME-0306225 16002:25730(+)

25 26 27 28 29 30 33 36

IMGVR_UViG_3300045988_087365|3300045988|Ga0495776_100877 16002:24373(+)

25 26 27 28 29
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DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function


