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DNA binding protein (CDS_0049)
tail fiber protein (CDS_0048) 54
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DNA binding protein (CDS_0048)
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anaerobic ribonucleoside reductase large subunit (CDS_0051)
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anaerobic ribonucleoside reductase large subunit (CDS_0050)

excisionase T(C DS_0044)
integrase (CDS_0043)48 DNA polymerase (CDS_0059)
45 47 unknown function (CDS_0051) 5% DNA primase (CDS_0060)
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(DD —(C KEH@E@E @& C K@@ @D HEDHETTTT
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anaerobic ribonucleoside reductase large subunit (CDS_0050)
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anaerobic ribonucleoside reductase large subunit (CDS_0051) metal-dependent phosphohydrolase (CDS_0066)
49 Erf-like ssDNA annealinng'otein (CDS_0065)
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