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IMGVR_UViG_3300045988_095238|3300045988|Ga0495776_163412 16407:26273(+)
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IMGVR_UViG_3300029653_000167|3300029653|Ga0245224_100112[44211-109145 16473:27143(+)
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MGV-GENOME-0337662 16466:27388(+)

24
22 23 [25 26 27

[ OO 1 EES T OD<CEK

IMGVR_UViG_3300045988_109082|3300045988|Ga0495776_017956 16466:27388(+)
tail length tape measure protein (CDS_0014) 19 20 21 22 23
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IMGVR_UViG_3300029494_000002|3300029494|Ga0244011_1000545 10515:25620(+)
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IMGVR_UViG_3300045988 077605|3300045988|Ga0495776_007636 16473:28852(+)
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exonuclease VIII (CDS_0043)
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uvig_74349 16407:34445(+)
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DNA, RNA and nucleotide metabolism tail unknown function



