24 38 lipoprotein (CDS_0040) 42
21 22 23 T25 26 27 28 29 30 31 32 33 34 35 3637 39 41 exonuclease VIII (CDS_0043)
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IMGVR_UViG_3300045988_109082|3300045988|Ga0495776_017956 22684:36260(+)

excisionase (CDS_0028) outer membrane protein (CDS_0031)
25 27 T 29 30 32 33 34 HNH endonuclease (CDS_0035) 40
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IMGVR_UViG_3300029653_000167|3300029653|Ga0245224_100112(44211-109145 22715:37853(+)

HNH endonuclease (CDS_0029) Erf-like ssDNA annealing protein (CDS_0039)
CDS_0026 CDS_0028 CDS_0033 transposase (CDS_0035)
€DS_ 0027 | CDS.0032| CDS 0034 CDS_0040
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MGV-GENOME-0330713 25868:34246(+)
22 28 27 28 29 30 31 323334 3536 39 40

B {H{  H{ E—@E-C—-aOR)—aRaD{ EpETT

IMGVR_UViG_3300045988_095238|3300045988|Ga0495776_163412 22671:34116(+)
27 28 29 30 31 323334 3536
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MGV-GENOME-0341728 22671:34116(+)
23 25 27 28 29 30 31 32
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IMGVR_UViG_3300045988_104391|3300045988|Ga0495776_019937 22641:35095(+)
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DNA, RNA and nucleotide metabolism integration and excision other unknown function



