
MGV-GENOME-0151780 14634:20728(+)

tail protein (CDS_0019)
tail fiber protein (CDS_0020)

21 22 23

tail fiber protein (CDS_0024)

25
nucleoside 2-deoxyribosyltransferase (CDS_0026)

27 28 29 30 31

MGV-GENOME-0150063 14597:20476(+)

24

nucleoside 2-deoxyribosyltransferase (CDS_0025)
transcriptional regulator (CDS_0026)

27 28

uvig_461618 14600:21234(+)

DNA methyltransferase (CDS_0024) 25 26

nucleoside 2-deoxyribosyltransferase (CDS_0027)
transcriptional regulator (CDS_0028)

29 30

MGV-GENOME-0189356 15265:26145(+)

tail fiber protein (CDS_0024) 25 26
endolysin (CDS_0027)

28

excisionase (CDS_0029)

transcriptional repressor (CDS_0030)
Rha-like transcriptional regulator (CDS_0031)

integrase (CDS_0032)
33 34

nucleoside 2-deoxyribosyltransferase (CDS_0035)

36 37 38

uvig_370043 14676:27153(+)

21 24 26 27 28 29
Hpt (VF0264) (CDS_0030)

31 32 33 34
transcriptional regulator (CDS_0035)

36 37

MGV-GENOME-0154263 14680:21053(+)

CDS_0027
CDS_0028

CDS_0029

MGV-GENOME-0166346 14629:22666(+)

CDS_0024
CDS_0025

CDS_0027 CDS_0028 integrase (CDS_0029)

SRS023557_a1_ct9728_vs1 14635:21145(+)

tail fiber protein (CDS_0024) CDS_0025 CDS_0028

uvig_424671 15265:29762(+)

tail fiber protein (CDS_0024) 27 28
excisionase (CDS_0029)

30 31
Hpt (VF0264) (CDS_0032)

phosphate transporter subunit (CDS_0033)

34 35 FbpABC (VF0272) (CDS_0036)

MGV-GENOME-0210078 15265:23811(+)

CDS_0027 CDS_0028
excisionase (CDS_0029)

CDS_0030

SRS049147_a1_ct31587_vs1 15265:20882(+)

endolysin (CDS_0027) CDS_0028

MGV-GENOME-0203668 15327:28624(+)

27 28

excisionase (CDS_0029)

30
Hpt (VF0264) (CDS_0031)

32

RelE-like toxin (CDS_0033)

34 35 36 37
nucleoside 2-deoxyribosyltransferase (CDS_0038)

39 40 41

uvig_115225 15240:26055(+)

27 28

PD-T4-9__PD-T4-9_A (CDS_0029)

30
31

32

nucleoside 2-deoxyribosyltransferase (CDS_0033)

34 35

MGV-GENOME-0218961 16261:26531(+)

24 25 28 29 30
transposase (CDS_0031)

32 33 34 35
transcriptional regulator (CDS_0036)

37 38

MGV-GENOME-0176134 15239:23459(+)

CDS_0021
CDS_0022

CDS_0024 CDS_0028 CDS_0029 CDS_0030
CDS_0033

CDS_0034

transcriptional regulator (CDS_0035)

CDS_0037

OTU_5381 14569:21407(+)

tail fiber protein (CDS_0020)
CDS_0021 CDS_0024

endolysin (CDS_0027)
CDS_0028 excisionase (CDS_0029)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence


