
TemPhD_cluster_29660 18118:28221(+)

GtrC-like O-antigen conversion translocase (CDS_0020)
LPS (VF0124) (CDS_0021) integrase (CDS_0022) 23 24 25 26 27 28 29 30

Abc2 anti-RecBCD (APIS020) (CDS_0031)
Erf-like ssDNA annealing protein (CDS_0032)

Erf recombination cofactor Arf (CDS_0033)
Kil protein for bacterial septation inhibition (CDS_0034)

superinfection exclusion (CDS_0035)

TemPhD_cluster_32868 16646:27105(+)

23 24 25 26 27 28 29

TemPhD_cluster_50099 16646:27104(+)

23 24 25 26
27

28 29

TemPhD_cluster_29591 18118:28499(+)

25 26 27 28 29 30 31

TemPhD_cluster_24576 21000:28372(+)

24 25 26 27 28 29 30

TemPhD_cluster_19365 16646:27105(+)

excisionase (CDS_0019) 22 23 24 25 26 27 28
abc1 anti-RecBCD (APIS006) (CDS_0030)

34

IMGVR_UViG_2558860471_000005|2558860471|2558892176|179883-220576 14584:26756(+)

tail spike protein (CDS_0017) 22 23 24 25 26 27 28 29

TemPhD_cluster_18023 16056:28660(+)

24 25 26 27 28 29 30 31

TemPhD_cluster_20411 21410:28812(+)

24 25 26 27 28 29

TemPhD_cluster_36461 14561:25784(+)

CDS_0022
CDS_0023

CDS_0024 CDS_0025

TemPhD_cluster_50383 14584:25690(+)

CDS_0022
CDS_0023

CDS_0024
CDS_0025

TemPhD_cluster_22765 18612:25882(+)

CDS_0023

queuine tRNA-ribosyltransferase (CDS_0024)

CDS_0025
CDS_0026

TemPhD_cluster_18969 16646:27003(+)

CDS_0023

queuine tRNA-ribosyltransferase (CDS_0024)

CDS_0025
CDS_0026

TemPhD_cluster_27481 21126:27065(+)

CDS_0022

CDS_0023
CDS_0024

CDS_0025
CDS_0026

abc1 anti-RecBCD (APIS006) (CDS_0028)

CDS_0034

IMGVR_UViG_2693429572_000003|2693429572|2693439441|1-37805 18273:25605(+)

Erf-like ssDNA annealing protein (CDS_0027)
CDS_0031

TemPhD_cluster_61358 13377:26545(+)

17 18 21 22 23 24
endonuclease (CDS_0025)

26

IMGVR_UViG_2588253811_000006|2588253811|2588276433|24965-65222 16646:27471(+)

GtrA-like O-antigen conversion (CDS_0020)
CDS_0021 CDS_0025

CDS_0026
CDS_0027

CDS_0028

TemPhD_cluster_1728 16646:26478(+)

CDS_0023

CDS_0024
CDS_0025

CDS_0026

TemPhD_cluster_1859 16646:26478(+)

23 24 25 26 27

TemPhD_cluster_17262 16646:26728(+)

CDS_0023 CDS_0024
CDS_0025

CDS_0026

IMGVR_UViG_2636415791_000008|2636415791|2636468318|21935-60490 14584:25769(+)

GtrC-like O-antigen conversion translocase (CDS_0018) 23 24 25 26 27

IMGVR_UViG_2630968400_000005|2630968400|2630988389|74665-113577 14585:26130(+)

21 22 23 24 25

IMGVR_UViG_2651869773_000004|2651869773|2651901020|2-39315 14583:26528(+)

GtrC-like O-antigen conversion translocase (CDS_0019)
21 24 25 26 27 28

IMGVR_UViG_2603879885_000002|2603879885|2603893375|74435-113348 14584:26127(+)

23 24 25 26 27

IMGVR_UViG_2630968407_000007|2630968407|2630989253|6379-46276 14584:27111(+)

23 24 25 26 27

IMGVR_UViG_2630968968_000006|2630968968|2631037882|1-37168 11216:24383(+)

DNA transfer protein (CDS_0014)
15

transcriptional regulator (CDS_0016)
partition protein ATPase (CDS_0017)

tail spike protein (CDS_0018) 21 22 2324 25 26

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

Virulence Anti-defence


